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NTDB id 32153 PCC7424 RS23075 WP 015956638.1 SFYETFEELDDLLETPATLLDQELKGIEEFDQLETIIDAPCTVSLAQVPDNLLASNLDTHLSSEGEHELIDDLDQQLNEL 280
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NTDB id 32153 PCC7424 RS23075 WP 015956638.1 LVQTNQ.......NITQSPANARP.RGKSKAFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQDRLRLFLDNLLNQVQQ 352
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NTDB id 32153 PCC7424 RS23075 WP 015956638.1 SVGTIAQKASHLVLIIDDSVMVREMLSMTFGKDGYEIEQARDGQEAWEKLRSGLPCDLILCDIEMPRMNGLEFLSRVQED 1067
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