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VTGREQLMPSPDELLQRQYKKHNHQLFE
NTDB id 32150 PCC7424 RS20560 WP 015956137.1 MTYSTSAKKSRAIVKSGLSQLTPIGNKLVQAGYVAPEQMQQALVETRKSGRTLVDVLQNITGRQMPPDLQRQYKKHHLFE 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVAL..RNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFE 78
consensus !! !*! !!!!!* ** *! !!!!! *!*! *!!* !!!! *!*!!*!** ! *!!! **!*! !!!!!**!!!
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TCRRFYKFL ILPLAQKQI

QEGTDEPPVGS IVLVAMVDPDNLAEAMQDDE I
LNR I LRPVKRGNFLAEL

NTDB id 32150 PCC7424 RS20560 WP 015956137.1 LKVLYGVDCVDPEINQVHETDMARLVDTLIPIDICRRYKLIPLQKIETEPVGILVAMVDPDNLEAMDDINRILRPRNLAL 160
NTDB id 1410 SGL RS13950 WP 010873519.1 LKVLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFEL 158
consensus !!!!!!!!*!!!!* *** !! !* !*! !!!*! *!! ! *!* *!!!!!!!!!! ! !**!!!!!** !

logo
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A
D
K
QEKRAELDEKLGNDNLTDIVDGS ILDLMGNLSDGERDKSDEDTVADDNADLDGESDNDAGNKQAPVINLV

NTDB id 32150 PCC7424 RS20560 WP 015956137.1 HRQVITLQDYEHLLEKFHDAQVIIEEEKQKIAKEKELEKLGNLTDIVDSLDLGSDRDSDEDTADDLGEDDAGKAPVINLV 240
NTDB id 1410 SGL RS13950 WP 010873519.1 RRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDK.EDVDNALDSNDANQAPVINLV 237
consensus *! !*! !* *!!! ** ! ! !* !*!! !!!!! !*!* ! *!! ! !! !!!!!!!

logo NKI LAKALQEGTSDIHVEPQEESTLR I
VRFRKDGVLHNQAFDPLPRKQITPAVVARFKIMADLMDIAERRLSPQDGKIRR I

MYQGRK
NTDB id 32150 PCC7424 RS20560 WP 015956137.1 NKILAKALQEGTSDIHVEPQEESLRVRFRKDGVLHQAFDPLPRQITPAVVARFKIMADLDIAERRLPQDGKIRRMYQGRK 320
NTDB id 1410 SGL RS13950 WP 010873519.1 NKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRK 317
consensus !!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!*!!!!!! !!!!!!!!*!!!!!

logo VDFRVNTLPSRYGEKVCLR I LDNSATQLGLDFKL ITDNPQEKTLQI
TVRDELAASRPFYGL IMLVTGPTGSGKSTSTLYSVLAERNHSPEGV

NTDB id 32150 PCC7424 RS20560 WP 015956137.1 VDFRVNTLPSRYGEKVCLRILDNSATQLGLDKLITDQKTLQIVRDLASRPFGLILVTGPTGSGKSTSLYSVLAERNHPGV 400
NTDB id 1410 SGL RS13950 WP 010873519.1 VDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEV 397
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! * !!! !!*!! !!*!!*!!!!!!!!!!!!*!!!!!!!!!*! !

logo NINSTAEDP I EYASLPGITQVQVIREKGMDFSNS I LRAFMRQDPDVI LVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAGA
NTDB id 32150 PCC7424 RS20560 WP 015956137.1 NISTAEDPIEYSLPGITQVQVIREKGMDFSSILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGA 480
NTDB id 1410 SGL RS13950 WP 010873519.1 NINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGA 477
consensus !! !!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IARLDEMGVEPFMI
VSGASLLGVLAQRLMRKRVCTECR I
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A
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NTDB id 32150 PCC7424 RS20560 WP 015956137.1 IARLDEMGVEPFMISGALLGVLAQRLMRRVCTECRVPYNPDKAELARFGLSASNNDEVTFYKAKALTLDELAQAKQQGTV 560
NTDB id 1410 SGL RS13950 WP 010873519.1 IARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNL 557
consensus !!!!!!!!!!!!!*!! !!!!!!!!!!!*!!!!!!**!*! ! !! !!!!!!! * !!!!!! !**!!** !*! ! *



logo CQSKCGSGKSGYKGRVGVYEVMQRNSER I
L
A
Q
E
KL INEQGATTDRIKDACAVEEGMI

TTLLAYSLNLVQEGYTTLEEVERVTFTDSTGLEAS
NTDB id 32150 PCC7424 RS20560 WP 015956137.1 CSKCGGKGYKGRVGVYEVMQNSERLQKLINEGATTDRIKDAAVEEGMTTLLAYSLNLVQEGYTTLEEVERVTFTDSGLEA 640
NTDB id 1410 SGL RS13950 WP 010873519.1 CQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLES 637
consensus ! !! ! !!!!!!!!!!!! !!!!* !!! !!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo ELMKRAKRKSAGL ITCRSTCAQADELQVPQEWLDCPYCMTPSRFSE
NTDB id 32150 PCC7424 RS20560 WP 015956137.1 ELKAKRKSGLICRSCQADLVPEWLDCPYCMTPRFSE 676
NTDB id 1410 SGL RS13950 WP 010873519.1 EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus !**!!!!!*! !!*! !*! *!!!!!!!!!!*!!!*

X non conserved

X similar

X ≥ 50% conserved


