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NTDB id 32141 PCC7424 RS14795 WP 015955001.1 MTSGIDYVKQYGKANAAYCRGDLDEAVSIINELAQNYPDDPNVLLLRGHIFVSLQQYHLAQQQYQMVLEIAQQAELIDYA 80
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCA 80
consensus ! * * !! ! !!!* ! !! !*! !! *!*!!!!!!!!!!!*! ! !!*!!*! !! !* *!!!*!
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NTDB id 32141 PCC7424 RS14795 WP 015955001.1 NKGLQQISIVQPELDEEEMEFSIDQTEAIAVSPNFHEEDFSQMPSKSDFDEIDWDDAVFSEEEMDEPTMGSGQSDPFINP 160
NTDB id 1418 SGL RS04210 WP 010871656.1 NQALGQIQEEEPRGNGAKDSLDQD...............WQ.SDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTN... 141
consensus ! *! !! ! !**************** * * * !* *!!*!!* !!!*! **!** ***

logo

FVQEEENSSQTQDPGYMYDHPPTFGKLRSSASFSGPSTSGRAEERSPYE I
V
E
SNFLDSWQSNPEYAHFHTDDELQDSTDDEQTMYLMPFQATGNEESTEFVVYNPNPAGFQGI ESGNIAD

NTDB id 32141 PCC7424 RS14795 WP 015955001.1 FVQEEENSSQTQDPYYDPTFKLSS..SPSSREESPEVSNFSWQNYHHTDEQDTD....YLPFANEETEVYNPNGQISNID 234
NTDB id 1418 SGL RS04210 WP 010871656.1 .............PGMDHPFGRSSASFGTSGARSYEIENLDWSPEAFTDDLDSDDEQTMMPQTGESTFVV.PPAFGEGIA 207
consensus *************! ! *! !!** **! !*!* ! ! * **!!* !*!**** *! ! ! ! *!** !

logo

D
EFASDELMAGADDSTLVVSSNLVSGSANGS ILGKGPTDGASEKYLPPKYNQTVW

Y
D
S
G
S
G
Q
D
H
F
W
L
S
EALGL

R
D
NDPEADYQDFLAQKQAEPSSTP I

T
Q
S
G
K
D
P
V
Y
G
N
A
S
D
G
E
N
F
NLEPDSFLDEAVFENDE

NTDB id 32141 PCC7424 RS14795 WP 015955001.1 EFSEMGDSTLVVSSNLSGNSLKGP..SEKLPKNVYSSQHFL....RNDPEDYQDFQKESSPIQKPVNSDEFLEDLEVFND 308
NTDB id 1418 SGL RS04210 WP 010871656.1 DFADLAAD.......VSSAGIGGTDGAEYPPYQTWDGGDWSEALGLDDPEA...LAQAPTPTSGDYGAGNNLPSFDAFEE 277
consensus *! *** ********! * !*** ! *! * * ** **** !!! *** **! * !* * ! *
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MGAI EVGSRS ISDLDSATQGGDTVVAHAGGVENANASPSFPGSKMALNTWLTEKAPDSGAEANTGTDTLNLSSATATSTGPFR
NTDB id 32141 PCC7424 RS14795 WP 015955001.1 DDLDGLSQFDITDVAQSLPDSGLFDRQPEELDMGIESSSLSA.......AAVENSSFSKLNWTEASGENTTTNLSTATGR 381
NTDB id 1418 SGL RS04210 WP 010871656.1 GVEDELSDFNLTDIAPELPDSSLFSQAT.NLDIGAVGRIDDTQGGDTVVHGGNAAPPGMATWLKPDGAATGDLSSATSPF 356
consensus ! !! ! *!!*!* !!!! !! ** !!*! ********* ** ! * ! ! ! **
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NTDB id 32141 PCC7424 RS14795 WP 015955001.1 FIKPTVEIEQGKLAGFKNLPLSKKQWITAASAGVASIVSIFLVSSAMWIFS.PKQPTQKVDSTATKTETASSNQKQSPPP 460
NTDB id 1418 SGL RS04210 WP 010871656.1 NDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPKDVPAPSGETTTE.APAEGAPAEGQAP 435
consensus *!! !** ! !* ! ! *! *!! ! !! ! * ** ! * * *!! ** * ! ! * *! * **!
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NTDB id 32141 PCC7424 RS14795 WP 015955001.1 SPQPKPDAKKPPSPSSQALPVATISPFSKSILWMMLCTGGASFGATFFLSRLNTNQIKQSVNDLQTQFDTIYAGDFNVKA 540
NTDB id 1418 SGL RS04210 WP 010871656.1 SQTPEE..................EPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQNQFESIYEGNFNVRA 497
consensus !* ! ******************* ! *!*! * *!* !* * ! * !! *!!! * !!! !!**!! ! !!!*!
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NTDB id 32141 PCC7424 RS14795 WP 015955001.1 SIYSEDELGQLSARFNQMAQAILTTTSEAQRRAAETEQQQEDLQRQVIRLLDDVEGAARGDLTVEAEVTADVLGAVADAF 620
NTDB id 1418 SGL RS04210 WP 010871656.1 KVRSEDELGALTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAF 577
consensus * !!!!!! !* !!! * ! !!! !!!!! !!! !! ! !!!!!!!!!!!!!!! !!!!!! !!!!!! !!!!!!!!

logo NLTIHQNSLRE IVLRQVKKNAAEKQVNKNNSCSKTDSESFARNNQSSDALRMAEELAVTLNSVQLMMTDES I EQRVAENAREAEEVAHRTSSLVT
NTDB id 32141 PCC7424 RS14795 WP 015955001.1 NLTIHSLREIVRQVKKAAEQVNKSSTDSESFARNQSSDALRMAEELAVTLNSVQMMTDSIQRVAENAREAEEVARTSSVT 700
NTDB id 1418 SGL RS04210 WP 010871656.1 NLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSLT 657
consensus !!!!* !!!!! !!! !! !!! * !!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!*!! !!!!!!!!!!!!!*!!!*!

logo ALKRGGEASVERTVAGGI LQIRETVSETARKVKRLAEASQE INSKIVAVI
VSQIASRTNLLALNAS IQAARAGEAGRGFAIVADE

NTDB id 32141 PCC7424 RS14795 WP 015955001.1 ALRGGESVERTVAGILQIRETVSETARKVKRLAEASQEINKIVAVVSQIASRTNLLALNASIQAARAGEAGRGFAIVADE 780
NTDB id 1418 SGL RS04210 WP 010871656.1 ALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADE 737
consensus !!*!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VRQLADRSAKSLKE I EQIVLQIQSETGSVMTAMEEGIQQVIDVTDEKRSEQASKRASLEDI I EQVSNR IDNTLVRS ITADTVKQQRE
NTDB id 32141 PCC7424 RS14795 WP 015955001.1 VRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTERSEQAKRSLEDIIQVSNRIDTLVRSITADTVKQRE 860
NTDB id 1418 SGL RS04210 WP 010871656.1 VRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVKQQE 817
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!! !! !!!!! !!!!! !!!!!!!!!!!!! !

logo NSGRAEVASNQVMQS IVELTAQETSQESQRVAGSLQKTLVKS I SQRDLLETSVERFKRVDEQSHRELK
NTDB id 32141 PCC7424 RS14795 WP 015955001.1 NSREVAQVMQSVELTAQETSQESQRVAGSLQKLVKISQDLLESVERFKVDQHELK 915
NTDB id 1418 SGL RS04210 WP 010871656.1 NSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR... 869
consensus !! ! *!!!!*!!!!!!!!!!!!!!!!!!! !! !! !!! !!!!!*!* ****
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