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NTDB id 321409 EAW52 RS14820 WP 122043064.1 MRTGIVAFIAGLLVLRFLPELPDREVLVACLIVAFGLMFLPRVYV.AGAFLIGFGWACLSAHWALDERLDDGLDGRIVWL 79
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALA..PVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWL 78
consensus !! !**! !!!!*!!!!! !! !*!* *** !!* !! * * * !! ! !!!! !*!!!!*!!* !!!! !!
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 EGTVVGLPELREGSTRFLLENAQSRRGALPSRIRVSWSNAPAVRSGEQWRLAVELQKPGGLHNLRGMDGEAWMLAHRIGA 159
NTDB id 1199 PSJM300 12650 AFN78592.1 EGQVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGA 158
consensus !! ! !!!* ! !! !! *!!***!!!!!!* ! *! *!!!! !!!! ! *! !**!* * ! !!!*!!*!!!!
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 SGVVKAGQRLSRQATLDAWRDALRQRLLHLDAFQRNGGLAALVLGDGSGVSTQDWQLLQATGTTHLMVISGQHITLLSGF 239
NTDB id 1199 PSJM300 12650 AFN78592.1 TGTIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGL 238
consensus *! *!!! !* !* !!!! !!!!!!***!* ! !**!!!!*!!!!!*!! !! *!! !!! !!!!!!!!!* *! !
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 VFALIAGLARLGYWPVRIPWFPVACLSALVSAIGYGFLAGFDVPVRRACIMIALITLWRLRFRHLGAWVPVGIALAAVLV 319
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLM 318
consensus **!** !!! ! !! !*!! ! !! ! !*!!!*!!!!*!!!!!!!*!*!** !!!!!!!!!! !*!* !!! *!!*
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 AEPLASLTAGFWLSFIAVGLLIWIFGGRLGQWSPWRSWGRAQWMMAVGLAPVLLALDLPVSLSGPIANLVAVPWVDFLVV 399
NTDB id 1199 PSJM300 12650 AFN78592.1 VDPLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVV 398
consensus *!!!!! *!!!!!!*!!*!!!!!! !!!! *!*!! !!! !!*!! ! *! ! !!!!!!!!*!!!*!!!!* !!!
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 PAALLGTVSLLIIPPLGELLLWCSGATLDGLFAFLGYVSALVPAWQGAWVPAWAVALGMLGVLLWLAPDGVPVRPLAVFL 479
NTDB id 1199 PSJM300 12650 AFN78592.1 PLALLGSF.LLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLL 477
consensus ! !!!!* *!! *!*!!! !!!* !* ! !! !* * * !!! * *! !! ! !! !* ! ! !!!*!*!* !
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 LIPLFWPPVTRPASGLAKVTVLDVGQGLSVFIQTKGHAMLYDAGPLSGSYDAGERVVVPNLKATGVSHLDMMLVSHGDAD 559
NTDB id 1199 PSJM300 12650 AFN78592.1 LAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSD 557
consensus ! !! **! *!! ! ! ! ! !!!!!!!! * !* !!*!!!!!! ! *! !!!!! ! !* !* *!!*!**!!*! !
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 HAGGAAAVFSALKVDKVVSGEVKRLPAGLHPTPCEDNQRWVWEGVLFTVWQPSPLMKGNAASCVLMVEAAGEHLLLTGDI 639
NTDB id 1199 PSJM300 12650 AFN78592.1 HAGGALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDI 637
consensus !!!!! !* !**! !*!!!* !!!!*!** *! !!! ! ! !*!! *** !! !!!!!!!!!!!!*!!!!!!!
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 DEKAERRLVESGRDIRAQWLLAPHHGSRTASSERFVSLVKPEYALISRGIHNNFGHPHAQVISRYERHGVRIYDTALSGA 719
NTDB id 1199 PSJM300 12650 AFN78592.1 DAQAERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGA 717
consensus ! !!! !!* ! ** ! !!!!!!!!! * !! !* ! ** !!!!! !! !!!!!* !* ! *! **!!! *!!
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NTDB id 321409 EAW52 RS14820 WP 122043064.1 ISFTLGKHDLPQGARQKRYFWQEK 743
NTDB id 1199 PSJM300 12650 AFN78592.1 LSLQLGAFGGARRMRDEPRFWREK 741
consensus *! !! * * ! * !! !!
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