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NTDB id 98 BSU 24710 NP 390351.1 .......MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEG 73
NTDB id 321334 EAH52 RS06315 WP 002465742.1 MRKHKYSLKTKAFTLIEMLLVLLIISLLLILIIPNVAKQTAHIQSTGCDAQVKMINSQIEAYTLKHNRNPNTIQDLITEG 80
NTDB id 32 MW RS07995 WP 000472256.1 ..MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADG 78
NTDB id 16 SA RS07765 WP 000472256.1 ..MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADG 78
NTDB id 431 SGO RS09410 WP 012130940.1 MN.KLKKLRVKAFTLVEMLVVLLIISVLMLLFVPNLTKQKEAVSDTGNAAVVKVVESQAELYELKNTGDQATLSKLVAAG 79
NTDB id 460 GPW51 RS00790 WP 011921720.1 MK.KLVEMKVKGFTLVEMLVVLGIISLLLLLFVPNLSQQKDAIQKKGDAAVVKVVESQMELYELEHDE.EATVADLQAKG 78
consensus ** **!!!*!!!*!!*!!!*!*** *!!* ** ** *!* * **** *!**** !** * ** *!***!

logo

N
F
Y
V
I
S
T
K
K
Q
E
D
N
A
K

A
Q
A
K
D
K
S
V
T

Q
S
C
P
Y
K
A
K
N
T
S

A
T
G
A
Y
Y
K
E
G
K
R
T
K
I
I
N
S
T
N
I
T
S
E
G
N
T
G
Q
E
V
A
I
K
V
V
A
E
N
H

NTDB id 98 BSU 24710 NP 390351.1 YVKKDA.VCPNG.KRIIITGGEVKVEH 98
NTDB id 321334 EAH52 RS06315 WP 002465742.1 YIKENQKSCKTG.ETISISNGEAIAN. 105
NTDB id 32 MW RS07995 WP 000472256.1 FIKEAQKTCKSG.ETITISNGEAVAN. 103
NTDB id 16 SA RS07765 WP 000472256.1 FIKEAQKTCKSG.ETITISNGEAVAN. 103
NTDB id 431 SGO RS09410 WP 012130940.1 NISQKQADSYKAYYGKNNSETQAVAN. 105
NTDB id 460 GPW51 RS00790 WP 011921720.1 YITEKQAKQYATAKK............ 93
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X non conserved

X similar

X ≥ 50% conserved


