
logo MF
L
N
SRFLKTASLFLAGGRKSPSGVGLE ITPERLVNLVAQLSTKSHQGKQGSYKLRTKFCGHTATES IPEGI FEEGKI LVDSPARLAE I

L IQELMLKSENGKINTKQR
NTDB id 32126 PCC8801 RS20385 WP 015785152.1 MLNRLKALLAGKSPGVGLEITPERLNLAQLSKHKQGYKLTKFCTTEIPEGIFEEGKILDSPRLAELIQEMLKENKINTKR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! ! * !!*!!!!!!!!!!*!*!!!* * ! !!! !!** !!!!!!!!!!!*!!! !!!*!!!*! !! !!!!

logo VATAVPMREAI IRMVI
LP I

VPAELDDEENELRDMVLNHTEAALYLPYPREEVDLDYQKLGFLFEDEDGI EKVQVLLVATRKREVTDSY
NTDB id 32126 PCC8801 RS20385 WP 015785152.1 VATAVPMREAIIRVIPIPAELDDEELRDMVLNTEAALYLPYPREEVDLDYQKLGFFEDEDGIEKVQVLLVATRKEVTDSY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!!!!!!!!!!!**!*!!!!!* !!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!

logo

L
MDTFQQAGLEQVDVLE INSFAL IRTIREQLRQFGSSKREAAVLVDI

VEFDNSTE IA I IVVDGVPQFSRTVP IGTYQMQNALSRAMN
NTDB id 32126 PCC8801 RS20385 WP 015785152.1 MDTFQQAGLEVDVLEINSFALIRTIREQLRQFSSKEAAVLVDVEFDNTEIAIVVDGVPQFSRTVPIGTYQMQNALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus *!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!*!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LPPSRNPE I LQGMTIPVTQFDSTLMSTQGTAI
VNPGMNTALMRVLMGELTDELRRS INFYLNQSEELELVVQLMLLAGPGGGL IVQLD

NTDB id 32126 PCC8801 RS20385 WP 015785152.1 LPPSRNPEILQGMTIPVTQFDSLSTQGTAINPGMTALMRVLGELTDELRRSINFYLNQSEELEVVQMLLAGPGGGLVQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!!!!!!!!!!!!!!!!!!!!**!!!!!!*!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!*!!!

logo EYFLTHQRLS IPTMVKQI
VDPFVETATLAI

L
D
E
L
TDKQDNFIPSADI

V
E
QRPGSLAGTVLGLGI

LREAVKA
NTDB id 32126 PCC8801 RS20385 WP 015785152.1 EYLTHRLSIPTMQVDPVTTLALELDKDIPAVQRPGLGTVLGLGLREVKA 369
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA.. 367
consensus !! !*!!!!!!* *!! !!** ! * * !! !*!!!!!!*!! **

X non conserved

X similar

X ≥ 50% conserved


