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NTDB id 32123 PCC8801 RS16260 WP 012596568.1 MGTALIVEDSLTEREIISQCLQRAGLSVSIAVSGEEALEKLNISLPDVIVLDVVLPGLSGFEICRTLKAEDRTSNIPVII 80
NTDB id 1417 SGL RS04200 WP 014407071.1 MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTKNVPVIM 80
consensus ! !*!!!! * !!*!! *! *! !*!!* ! !!!!!!* !!**!!!*!*! * !*!*!! *! ***! !*!!!*

logo CSSTKGNETDEFMDKRFWGKMRQGADAYIAPKPFIDQPQEMETLVGNTI
VKQL ILKRNS

NTDB id 32123 PCC8801 RS16260 WP 012596568.1 CSTKNTDMDKFWGKRQGADAYIPKPIDQETLVNTVKQLIKS 121
NTDB id 1417 SGL RS04200 WP 014407071.1 CSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN 121
consensus !!*! * !*!!! !!!!!!!!*!! * !! !*!!!**
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