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KFNEKRLVFNCTMATMKNDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDEAVLEAGYSPNSLARNLRRNESKTIVTAIV

NTDB id 321227 EAE30 RS17430 WP 261809166.1 ..MNYPDFNKRVFCMATMKNVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIV 78
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 ..............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIV 66
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKF.ERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIV 79
consensus * * ** !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo PDICDPYFSE I IRG I EDAAMEHGYLVLLGDSGQQKRKREHNSSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACE
NTDB id 321227 EAE30 RS17430 WP 261809166.1 PDICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKREHSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACE 158
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 PDICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACE 146
NTDB id 1290 VP RS01235 WP 254894148.1 PDICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACE 159
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FAPELELPTVHIDNLTSAFEAVNYLTQMLGHKR IAEQIASGPDKQHSTAVALCSQFRQHQGYQQALRRAGLI STKMDNDPDQTYSCMTVFHITGEDFTSFEDGAGAHK
NTDB id 321227 EAE30 RS17430 WP 261809166.1 FAPELELPTVHIDNLTSAFEAVNYLTQMGHKRIAEIAGPKSAALCSFRHQGYQQALRRAGLTMNDDYCMHGDFSFDAGAH 238
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 FAPELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAK 226
NTDB id 1290 VP RS01235 WP 254894148.1 FAPELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAK 239
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!*!! *!*!!*!!*!!!!!!!!!!!***** !** **!*!**!!*

logo

I
AVTRKQLLEALPQEAPQPTAI FCHCNDMTMAIGAIQKEAKRLGLRVPQDLSVVGFDDINQFAQFYCDPPLTTI SQPRYE IGRQAMLMMLDEVL

NTDB id 321227 EAE30 RS17430 WP 261809166.1 IVTQLLALPQAPTAIFCHNDMMAIGAIQKAKRLGLRVPQDLSVVGFDDIQFAQFCDPPLTTISQPRYEIGRQAMLMMLDV 318
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 AVRQLLALPEQPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLEL 306
NTDB id 1290 VP RS01235 WP 254894148.1 AVRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLEL 319
consensus *!**!!*!!* !!!!!!!*!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!**

logo LKRGHDVHQRSAGSRLLDETAKLVVRGESTAAPPQRSKRSAKVQ
NTDB id 321227 EAE30 RS17430 WP 261809166.1 LRGHDVQAGSRLLDTALVVRESTAPPRSVQ 348
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 LRGHDVRAGSRLLETKLVVRESAAPPSKK. 335
NTDB id 1290 VP RS01235 WP 254894148.1 LKGHDVHSGSRLLETKLVVRGSAAPPQRA. 348
consensus !*!!!! *!!!!!*!*!!!!*!*!!! *
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