
logo MQQDEHQPTFFFFDYETWGTVNSPAKDRPSQFAGI
VRTDKMDFNI IGEPLVVI

LYCQLPANDYLPANPEAAL ITGIKTPQKVAMNQSKQGLVAPEP
NTDB id 321215 EAE30 RS12540 WP 123016223.1 MQQDHQPTFFFFDYETWGTSPAKDRPSQFAGIRTDKDFNIIGEPVVLYCQLPADYLPNPEAALITGIKPQVAMQKGVPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!!*!!!!!!!!!!!!!! !!!!!!!!!!!*!!! !!!!!!!!*!*!!!!! !!!! !!!!!!!!! !! ! !**!!

logo EF IAQR IHYAQELASTPNTI
TNLGYNNS IRFDDEVTRYTACYRNF ILDPYAEWSWYKQHNGNSRWDLLDVLRACHALRPEGI EWPEQNDEDGFYT

NTDB id 321215 EAE30 RS12540 WP 123016223.1 EFIQRIYQELATPNTTNLGYNNIRFDDEVTRYTAYRNFLDPYEWSYKNGNSRWDLLDVLRACHALRPEGIEWPQNEDGYT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! !!* !! !!!! !!!!! !!!!!!!!!!!*!!!!*!!! !!* *!!!!!!!!!!!!!!!!!!!!!!!!! !*!!*!

logo SFKLEHLSKVANGI EHESNAHDALMADVIATI ELMAKKVKALAQPKLFDYFFSTMRHNKRKPLNTDEL IDIVNMQTPLMHVSGMLGRDECRHY
NTDB id 321215 EAE30 RS12540 WP 123016223.1 SFKLEHLSKANGIEHENAHDALADVIATIEMAKKVKLAQPKLFDYFFSMRNKRPLNDLIDIVNMTPLMHVSGMLGRDCHY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!! !!!!!! !!!!!*!!!!!!!!*!!!!! !!!!!!!!!!*!!*!!*! *!!!!!! !!!!!!!!!!!!**!!

logo TSWI
VVP I

VAWHPTNKQNAVIMVVDLAGKDPQPVLLDELDTADEETLQTAERLYTKRKYEADLAGPDEDLPVPVKLVHI
LNKCP I LAPAKTLTADENAAQ

NTDB id 321215 EAE30 RS12540 WP 123016223.1 TSWVVPVAWHPTNKNAVIMVDLAKDPQVLLDLTADELTERLYTKKEALGPDEDPVPVKLVHINKCPILAPAKTLTADNAA 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!!! !!!!*!!!*!!!!*!!*! !* ! !!!!* ! !*!!! !!!!!!!!*!!!!!!!!!!!!!!*!!

logo

K
QIG IDREQQCLAHLANI

V
I
LREQHNPTEQIREKLVTLVFSHQEREFYNPAQESSTDVDSTQLYADGFFSPATDKRAAMAE I IRDTSTAHPENLGASLADIQRFVAHDKP

NTDB id 321215 EAE30 RS12540 WP 123016223.1 QIGIDRQQCLAHLAILRENTQIREKLVTLFSHEREYPASTDVDTQLYDGFFSPTDKAAMAIIRDSHPENLGALDIQFHDP 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !!!!!! **! ** !!!!!!!*!!*!!!** *!!!*!!! !!!!! !*!!! !!! **!!!!! ! ! *!*

logo R I EKPLLFRYRARHFYPHWTLSTDESTEQHRRWAKADHCRDEYFERSHNI
LEGSYMLNLENLMVHEHEQASDPSKKMAI

LLKASVYHQYVEHKI
LACS

NTDB id 321215 EAE30 RS12540 WP 123016223.1 RIKPLLFRYRARHFPWTLSESEQHRWKDHCREYFESHIESYMLNLENLMHEHESDSKKMALLKAVYQYVEHIAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!*!*!!***!!*!! !!!*!!! **! !!!!!!!!*!!! !*!!!!*!! !!*!!!**!*

X non conserved

X similar

X ≥ 50% conserved


