
logo MS IVSNTAVTKVEEFDEFDEADETAQLYDEVLTDESTDSASETLTSDEELVAVEGKAKSTAEDNAVQRDEDEFDEAVSASKSLDATQMYLSE IGFSPLLTAEEEVLY
NTDB id 321209 EAE30 RS07595 WP 123015387.1 MSISNTATKVEEFEFDATQYDVTDSSST...........KKTANAQDDFEVSSKSLDATQMYLSEIGFSPLLTAEEEVLY 69
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !!*!!! !!!!!!*!* *! ** *********** * **!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARRALRGCDDEATARKRMIESNLRLVVKI SRRYGSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 321209 EAE30 RS07595 WP 123015387.1 ARRALRGCDTARKRMIESNLRLVVKISRRYGNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 149
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!** !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQRLDHEPTAPEE IALQELDKRPVDEDVSTKMLRLNER I SSVDTP IGGDGDKALLDI ILP
NTDB id 321209 EAE30 RS07595 WP 123015387.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTAEEIAQELDKPVEDVSKMLRLNERISSVDTPIGGDGDKALLDIIP 229
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!*!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo DGSHHNASDPEFVSTQDDNDIKRAESLLVNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INSLTRERVRQIQVEGLRRLRE I LVK
NTDB id 321209 EAE30 RS07595 WP 123015387.1 DGHHSDPEVSTQDNDIKASLVNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREISLTRERVRQIQVEGLRRLREILVK 309
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus ! !* !!! !!!! !!* !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo QGLNSMEALFNVEAYDEFN
NTDB id 321209 EAE30 RS07595 WP 123015387.1 QGLSMEALFNVEAEF 324
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!! !!!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


