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NTDB id 321202 EAE30 RS00475 WP 123014170.1 MMQQEKIIKPKKHIANFVSYAIIIVLGVLILSVLFQSYQISSRIMSQEVKRTSRQTSNLVQSLFDYRLSTLQIHQDSSAQ 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 QLKTMYLLMRRSPMVDQETGQVSGFLYAGIVLNNNYALLETMRDGSNSESLIMTAGKHVLASTLSGREAYQATDIIDSKQ 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHSAK 240
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 DQGIYNQYMVSSATLMVEGVSTYLKVYSVQNNHNALSLRNSYYFWMAFALVAMAIVAFVTRWWLQRRIECEISRLMSYTH 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 .DAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTH 319
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 QVANQGDDKSFPGSVIYEFDHFGRTLEQTFSRLADQEKQFEDLFNYTTSPMLLWSADGSLIKMNPSARDECLNQYENGKT 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 KLMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHF 399
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 LYTALAEQLQTMVRDTTQGLQTESVLTKLGDKMFRWNLSPITVNDEITSVIAQGHDITTILEAEKQSRLARKEAEESARL 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LFEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARV 479
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 RADFLAQMSHELRTPLNGIIGVSQLLQRTVKTKEQIEQVKVLCSSGEHLLAVLSDILDFSRIEQGKFTLKPTEFRLADLA 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 RAEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELV 559
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 MTIEQIYQPLCREKHLSLNVTSNIPDTMYVRNDQVRINQILFNLLNNSTKFTHEGRIDVDMRVHESPESTYLSVDVRDTG 640
NTDB id 1164 A1552VC RS18025 WP 001026306.1 CAIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTG 639
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 IGINEDDLNVVFEPFMQVGAPNTREYGGSGLGLSIVKNLLDMLDGEIKVTSAMNEGTQFSLFIPLTVISHAHSLPVVAPD 720
NTDB id 1164 A1552VC RS18025 WP 001026306.1 IGIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPA 719
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 EIDFALFEHPIEVLLVEDNHTNAFIARTFCEKYNIHTDWVTNGIQAIEKLKNQHYDLVLMDNQLPHLGGVEATQRIKQEL 800
NTDB id 1164 A1552VC RS18025 WP 001026306.1 PDPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVL 799
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NTDB id 321202 EAE30 RS00475 WP 123014170.1 QLPVVVYACTADGMGDTRDAFIAAGAEYVLVKPIKELNLYRALRHFKTKYVQRTPSSTH 859
NTDB id 1164 A1552VC RS18025 WP 001026306.1 HLPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN. 857
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