
logo MANASNQFKFTKL ILQSHQLASAKKKRAGENGKGFTL I ELLVVVI I IGVLAAIALPNLLGSQVGKARESEAKSFTI
VGALVNRAQQGYFYTEKNAGATFAGT

NTDB id 32116 PCC8801 RS12335 WP 012595797.1 MNAQFKTKLIQHLAAKKGNKGFTLIELLVVVIIIGVLAAIALPNLLSQVGKARESEAKSFVGAVNRAQQGYYTENAAFAG 80
NTDB id 1415 SGL RS07945 WP 010872381.1 MASNFKFKLLSQLSKKRAEGGFTLIELLVVVIIIGVLAAIALPNLLGQVGKARESEAKSTIGALNRAQQGYFTEKGTFAT 80
consensus ! *!! !!* *! !** !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! *!!*!!!!!!!*!! * !!
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V
Q
V
DANTAGLTNNWENAKDNGTRDSMYASGGTFQYDNSTAGTRAFDSTVVCRAGDEAVGSETADATPTPSTPGGAGNDE

NTDB id 32116 PCC8801 RS12335 WP 012595797.1 TLGDVEVPAGTPKYYSFPTTLGTSTGTVV.ANGTNNNKNGTRDYAGGTQYNTATRAFDTVVCRGDVGSTAATSTPGGAGE 159
NTDB id 1415 SGL RS07945 WP 010872381.1 DTETLEVPAPDGNFFSFAVNTADNTEAIQDATALNWEADGTRSMSGGTFYDSGTRAFSTVVCRAEAGSEDTPPTPGGAND 160
consensus *!!!!* * **!!* * ! * *! * ! !!! !!! ! **!!!! !!!!!** !! **!!!!! *
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NTDB id 32116 PCC8801 RS12335 WP 012595797.1 VSAATAMTCATGFKILK 176
NTDB id 1415 SGL RS07945 WP 010872381.1 CGGAEVIK......... 168
consensus * *! * *********
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