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NTDB id 1305 DR RS10600 WP 010888696.1 ........MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGE............................NIAFPPSHCPK 44
NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDLS...VLSPF.AVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLP....LTDDESRTFNLMKPDSCCPK 72
NTDB id 321151 EAG14 RS17275 WP 121729619.1 .MEL......ESLPVSGLAALFGLLIGSFLNVVIYRLPKMMERQWAAESAAFQAEQAGSNMEPAPQEPFNLMVPRSRCPS 73
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPE....QPIIDHERLTLNKPASSCPA 76
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPE....QPIIDHEKLTLSKPASSCPA 76
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFY...PWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEY....GITPPEGKLTLSLPRSTCPH 72
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYY...PWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEY....KIEPPKETLTLSVPRSSCQQ 72
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NTDB id 1305 DR RS10600 WP 010888696.1 CDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLTGVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLD 124
NTDB id 1111 NGFG RS09220 WP 003689814.1 CRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLG...GLILTAFLISLTFIDAD 149
NTDB id 321151 EAG14 RS17275 WP 121729619.1 CGHLVAWYENIPVVSYLFLRGKCSECSTRISPRYPLVELLTGGLFFWCVQHWGLTPTGLA...WCGFSAVLVALAFIDWD 150
NTDB id 1061 ABD1 RS18470 WP 001152280.1 CQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLF...GLVLTWVLIALTFIDFD 153
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 CHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLF...GLVLTWVLIALTFIDFD 153
NTDB id 1170 A1552VC RS11080 WP 000418747.1 CQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVA...LLFFSYVLIAATFIDFD 149
NTDB id 1403 DSB67 RS12675 WP 010643256.1 CGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVA...LVFFTFVLIAATFIDLD 149
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NTDB id 1305 DR RS10600 WP 010888696.1 TMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGALMGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQ 204
NTDB id 1111 NGFG RS09220 WP 003689814.1 TQYLPDSMTLPLIWLGLIFNLDGGF.VP.........LQSAVLGA................................... 184
NTDB id 321151 EAG14 RS17275 WP 121729619.1 TTLLPDDLTLPLLWAGLLASVLQWTQVP.........LASSVMGA................................... 186
NTDB id 1061 ABD1 RS18470 WP 001152280.1 TQLLPDRFTLPLAALGLGINTFNIY.TS.........PNSAIWGY................................... 188
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 TQLLPDRFTLPLAALGLGINTFNIY.TS.........PNSAIWGY................................... 188
NTDB id 1170 A1552VC RS11080 WP 000418747.1 TLLLPDQLTLPLLWGGIALALLGFSPVS.........LSDAVIGA................................... 185
NTDB id 1403 DSB67 RS12675 WP 010643256.1 TMLLPDQLTLPLMWTGIALALAGISPVS.........LQDSIIGA................................... 185
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NTDB id 1305 DR RS10600 WP 010888696.1 ISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLALSSAGTGPGLLDMLRGGLMAAGAVSLVCGV 284
NTDB id 1111 NGFG RS09220 WP 003689814.1 ........................................................VAG..................YSS 190
NTDB id 321151 EAG14 RS17275 WP 121729619.1 ........................................................AAG..................YLS 192
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ........................................................LIG..................FLC 194
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ........................................................LIG..................FLC 194
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ........................................................MAG..................YLS 191
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ........................................................MAG..................YLC 191
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NTDB id 1305 DR RS10600 WP 010888696.1 YWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAIFAGAVLGLVQLALKQ...ENRVKFG 361
NTDB id 1111 NGFG RS09220 WP 003689814.1 LWLLCAVYKLLT..........GKTGMGNGDFKLIAALGAWLGISALPVLIFVSSLIGLVAAIVMRV....AKGRHFAFG 256
NTDB id 321151 EAG14 RS17275 WP 121729619.1 LWLVYWAFKLAT..........GKEGMGYGDFKLFAALGAWFGWEGLVPIILMSSVIGAIVGIGMKVFSSLREGGYVPFG 262
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LWIVYYLFKVIT..........GKEGMGYGDFKLLAALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFG 262
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LWIVYYLFKVIT..........GKEGMGYGDFKLLAALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFG 262
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LWSIYWLFKLLT..........GKEGMGYGDFKLLAALGAWLGWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFG 261
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LWSVYWLFKLLT..........GKEGMGYGDFKLLAALGAWLGWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFG 261
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NTDB id 1305 DR RS10600 WP 010888696.1 PYLALGAVVALLWGGPL...LDWYRG.LLGM.. 388
NTDB id 1111 NGFG RS09220 WP 003689814.1 PALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 321151 EAG14 RS17275 WP 121729619.1 PFLVGAGLTAMIAGPKA...ILDTVLRGFGL.. 290
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 1403 DSB67 RS12675 WP 010643256.1 PYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
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