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NTDB id 1307 DR RS10055 WP 010888596.1 80
NTDB id 1185 GTF74 RS11940 WP 000350195.1 .. IMNDEY QRI 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... IMNDE\QRY 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e IMND 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e IMND 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e IMND 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 e ASDLHLSAG IMND 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG IMND 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 e ASDLHLSAG IMND Q 76
NTDB id 321142 EAG14 RS05105 WP 099656360.1 76
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .... . 75
NTDB id 1203 PSJM300 01605 AFN76401.1 e VAN KL PEINK TPESPEMTRE THMH GBI Q[ 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 e QR TPMSKTKEDGDMEA QUEED SHIT T QRIQ 76
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NTDB id 1307 DR RS10055 WP 010888596.1 159
NTDB id 1185 GTF74 RS11940 WP 000350195.1 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 155
NTDB id 1202 PSJM300 01600 AFN76400.1 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 155
NTDB id 321142 EAG14 RS05105 WP 099656360.1 . 155
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. LI Wep  FeWSRGL VL VGENTGSGKSTT ' AAMgE Y 153
NTDB id 1203 PSJM300 01605 AFN76401.1 . LigLige] 18 1 INNRMRGLVLIRYGENTG GKST LAAM [gYId 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 Q INHIRPPILMEBAMSK|e] I3 GE\TG GKST LA M [a)s83 156
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NTDB id 1307 DR RS10055 WP 010888596.1 LTIEDPIEF H|UKEY INQREV[ESIDTIESIEIN ALR ALR E\PD RDMETI KA TAAETGHLVUGTLHTRYS Alg= 239
NTDB id 1185 GTF74 RS11940 WP 000350195.1 RDNETINLALTAAETGHLVEGTLHT 235
NTDB id 1176 A1552VC RS01160 WP 000350195.1 RDMETIFLALTAAETGHLVFGTLHT 235
NTDB id 1202 PSJM300 01600 AFN76400.1 ALRSALREDPD LALTAAETGHLVFGTLHT 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ALRSALREDPD LALTAAETGHLVFGTLHT 235
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ALRSALREDPD LALTAAETGHLVFGTLHT 235
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ALRSALREDPD LALTAAETGHLVFGTLHT 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ALRSALREDPD LALTAAETGHLVFGTLHT 235
NTDB id 1040 HON27 RS13360 WP 000355489.1 ALRSALREDPD LALTAAETGHLVEFGTLHT 235
NTDB id 321142 EAG14 RS05105 WP 099656360.1 235
NTDB id 1177 A1552VC RS01165 WP 000422572.1 233
NTDB id 1203 PSJM300 01605 AFN76401.1 235
NTDB id 1019 ACIAD RS04205 WP 004922051.1 236
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