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NTDB id 1047 H0N27 RS03110 WP 000389061.1 MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKNSQNYQ 80
NTDB id 32112 PCC8801 RS06030 WP 012594574.1 ......MTTILVTDDSTAQRELIAGLLVDNGFSVITAIDGEQALEKVQETLFDLIILDVVMPKLNGFQTCRKLKEDPKTQ 74
NTDB id 1417 SGL RS04200 WP 014407071.1 ......MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTK 74
consensus * *****!!***!*** **! * !* !**!*!! *!!*!*** *!****!**!!***!***!***! *****

logo NVIPVI LML
CSTSKDGNEGTDELVFDQRAFYKWAGKMRKRVVQGSANDAEYLIATVKPFQSKPDMNEL ILVEGNAKTVIKQRNQHLVLGRSNQSA

NTDB id 1047 H0N27 RS03110 WP 000389061.1 NIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS. 127
NTDB id 32112 PCC8801 RS06030 WP 012594574.1 NIPVILCSTKNTDVDRYWAKKQGANEYIVKPFSPNELIEKVQQLLGQA 122
NTDB id 1417 SGL RS04200 WP 014407071.1 NVPVIMCSSKGEEFDRFWGMRQGADAYIAKPFQPMELVGTIKQLLRN. 121
consensus !*!!!**!*! **!*******!***!* !!!** !!* ***** *
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