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NTDB id 32107 PCC8801 RS03540 WP 012594080.1 MAPGTDYSKLYNQAYVAYGQGEYEEAATLIEPMAEAYSQDPHVLLLRGHIHLSLQQYETACADYQSVLTLTDQQDLLKLA 80
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCA 80
consensus !!* ! *! !! !! !!!!! ! !! **!!**! ** !!*!!!!!!!!** ! !! ! !! !* *! !!!* *!
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NTDB id 32107 PCC8801 RS03540 WP 012594080.1 QQGLAQAQEMLGQASPNNLNHSQKSASYLGSSSLNDEDEDEEDGLIWQDNEEGEADWDSNF.QIDENLDWD...FDEEDF 156
NTDB id 1418 SGL RS04210 WP 010871656.1 NQALGQIQEEEPRGNG................................AKDSLDQDWQSDIDAIDNSMAWETGVFTEEDF 128
consensus *!*!*! !! * * ********************************* * * !! ! * !! * !****! !!!!

logo GEPTI
LGHRADPSPQATNPFGDMDNAHGPQTTFGRPRPSQSADSFVAGSTLSAGVAEDRDSLYENI

LENTPDLDTWQSPSPFTEAMEDEFAPFTDDELDLSDRDTEPQHTMPMTAPQSTVGEKNST
NTDB id 32107 PCC8801 RS03540 WP 012594080.1 GEPTIGHDPSQANPFDNAGQTTFRPPQADVASLAVEDDLNLETPDTWQSPFTEAMEDFPFTDDEDLRTEPHPTASVGKNT 236
NTDB id 1418 SGL RS04210 WP 010871656.1 GEPTLGRAPSPTNPGMDHP...FGRSSASFGTSG.ARSYEIEN.LDWSP........EAFTDDLDSDDEQTMMPQTGEST 195
consensus !!!!*!* !!* !! *****! ** ! ** ** *! * ! ********* *!!!! ! !*** * ! !

logo FLVVPTPAKFLDGENGS IRAEDNFPADLAADVSSAGIGGTDGAEGYPTP I
Y
E
Q
S
T
F
W
D
L
G
R
G
P
D
S
S
W
R
S
E
N
A
LLGNLYDNDSDPEADLATLQAPPSTPTSGSDSMYGANGQENNLPSFDAQFL

NTDB id 32107 PCC8801 RS03540 WP 012594080.1 FLVTPKLDNSRENP..................EGTPIESFLRPSSRNLLNYNSDEDLTLPPS..SSSMGNQEN.....QL 291
NTDB id 1418 SGL RS04210 WP 010871656.1 FVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSEALGLDDPEALAQAPTPTSGDYGAGNNLPSFDAF 275
consensus !*!*! *******************! *! ** * ! *! ! *!***! ! !*****
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NTDB id 32107 PCC8801 RS03540 WP 012594080.1 VENLDSDL..SHLTEMAAELPDSDIFTRSAEVFSDNL.......SLDASDLMSAAPTPTTVTWVKPNEAMGGDLSVASNQ 362
NTDB id 1418 SGL RS04210 WP 010871656.1 EEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQGGDTVVHGGNAAPPGMATWLKPDGAATGDLSSATSP 355
consensus ! ** *!** *!!**!*!!!!! *!* * ******** ! * !**! !!*!! ! !!!! !* *
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NTDB id 32107 PCC8801 RS03540 WP 012594080.1 GIKPTVEVAQQGWAAWFINASLKHKPWIAAGATGIASFLMVLLVSTFTSVMSPKPQSGTTPVPQTSQSTPKPQNNQKPAA 442
NTDB id 1418 SGL RS04210 WP 010871656.1 FNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGG.TPK..DVPAPSGETTTEAPAEGAPAEG 432
consensus ** !* *!! !!!! *!* ! !*!* ! !!** * * * ! ** ! ! *!* ! ** *
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NTDB id 32107 PCC8801 RS03540 WP 012594080.1 KATNKPSAAKSGSPV.LLMALLGGLTGFSTTLLFSFLICGQVKRTIEDLQAQFDAMYAGDFNVKATIHSSDELGQLSLSF 521
NTDB id 1418 SGL RS04210 WP 010871656.1 QAPSQTPEEEPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQNQFESIYEGNFNVRAKVRSEDELGALTQRF 512
consensus !* ** *! ! *! *! ! ** ! !** !*! !*!!! !!* *! ! !!!*! **! !!!! !* !
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V I LTATTSEAQEQRAAETTEKQAVQREDKLQTRQVIRLLDDVEGAASRGDLTVEQAEVVTADEVLGAVADAFNLTIQNLRE IVGLQVK

NTDB id 32107 PCC8801 RS03540 WP 012594080.1 NQLARIILTTTSEAQQRAAETEQAQEDLTRQVIRLLDDVEGAARGDLTVEAVVTADVLGAVADAFNLTIQNLREIVGQVK 601
NTDB id 1418 SGL RS04210 WP 010871656.1 NYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLREIVLQVK 592
consensus ! * *!!! !!!!! !!! !! ! ! !!!!!!!!!!!!! !!!!!! ! !!!! !!!!!!!!!!!!!!!!!!! !!!

logo

N
QAAKQVNKNGNCSKTDSESFARNNSSDALRMAEELAVTLNSVQLVMTES I EQRVAENAREAEEVAHSTVSSLVTALKGGEAVERTVAGGI

NTDB id 32107 PCC8801 RS03540 WP 012594080.1 QAAKQVNKGSTDSESFARNNSSDALRMAEELAVTLNSVQVMTESIQRVAENAREAEEVASVSSVTALKGGEAVERTVAGI 681
NTDB id 1418 SGL RS04210 WP 010871656.1 NAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSLTALKGGEAVERTVGGI 672
consensus *!!!!!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!* !!*!!!!!!!!!!!!!*!!

logo LGQIRETVSDETATRKVKRLAEASQE I SKIVALVI SQIASRTNLLALNAS IQAARAGEAGRGFAIVADEVRQLADRSAKSLKE I
NTDB id 32107 PCC8801 RS03540 WP 012594080.1 LGIRETVSDTTRKVKRLAEASQEISKIVALISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEI 761
NTDB id 1418 SGL RS04210 WP 010871656.1 LQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRSAKSLKEI 752
consensus ! !!!!!!*! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EQIVLQIQSETGSVMTAMEEGIQQVIDNLVTVDKTSEQASKRASLEDI IDEVSNR INGTLVRS ITADTVKQQRENSGRAVSTNQVMQS IVELT
NTDB id 32107 PCC8801 RS03540 WP 012594080.1 EQIVLQIQSETGSVMTAMEEGIQQVINLVDTSEQAKRSLEDIIDVSNRINGLVRSITADTVKQRENSRAVTQVMQSVELT 841
NTDB id 1418 SGL RS04210 WP 010871656.1 EQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVKQQENSGAVSNVMQSIELT 832
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! * ! !!! !! !!!!!*!!!!!! !!!!!!!!!!!! !!! !!**!!!!*!!!

logo AQEATSQESQRVAGSLQTLVAS I SRDLLATSVERFRVDEKSRSET
NTDB id 32107 PCC8801 RS03540 WP 012594080.1 AQEASQESQRVAGSLQTLVAISRDLLASVERFRVDKSET 880
NTDB id 1418 SGL RS04210 WP 010871656.1 AQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR.. 869
consensus !!! !!!!!!!!!!!!!!! !!!!!! !!!!!!!* **
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