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NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHA.DYALG N EL SQPDNGEQALETJN 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQALEI[® 156
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NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VMAF DAEHARDPMY ARRYL G V]S ELM SQPD GEQALEI[e 140
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