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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
NTDB id 153 SP RS04730 WP 000387344.1 MEAIIE.......KIKEYKIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVSKDS..STEKEVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 MEAIIE.......KIKEYKIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVSKDL..VSEKEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 MEAIIE.......KIKEYKIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVSKDL..VSEKEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 MEAIIE.......KIKEYKIIVICT.GLGLLVGGFFLLKPAPQTPVKETNLQAEVA.AVSKDL..VSEKEVNKEEKEEPL 69
NTDB id 320874 D9779 RS13550 WP 121642936.1 MNWLIQ.......H...KKAIILAAFAAAFIAVIFFLASRENKEPVKQAVS...........T..ETENPEVKQEAVKDD 57
NTDB id 105 BSU 25590 NP 390437.1 MNWLNQ.......H...KKAIILAASAAVFTAIMIFLATGKNKEPVKQAVP...........T..ETENTVVKQEANNDE 57
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NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVK 159
NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVK 159
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGSGT.A.. 146
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT.A.. 146
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT.A.. 146
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT.A.. 146
NTDB id 320874 D9779 RS13550 WP 121642936.1 SDDTIVIDIKGAVQHPGVYEMQTGDRVSQAIERAGGASEQADEMQVNLAELLQDGTVVYIPKKGEEESGRQGSGDDVR.. 135
NTDB id 105 BSU 25590 NP 390437.1 SNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQ.. 135
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NTDB id 36 MW RS08230 WP 001793467.1 NGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 NGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 153 SP RS04730 WP 000387344.1 SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 320874 D9779 RS13550 WP 121642936.1 SGGGKEALVNINTATLEELQGIPGVGPSKAEAIIAYREENGRFQTIEEITKVSGIGEKSFDKIKSSITVK 205
NTDB id 105 BSU 25590 NP 390437.1 SDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
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