
logo MLAELS IKNFAI I EELTVSFERGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVFLEGVC
NTDB id 320862 D9779 RS12820 WP 121642873.1 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVFEVC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo AEGQGIDVSDEMI IVMRRDI STSGKSVCR I
VNGKLVTIASLRE IGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEAVESALKQ

NTDB id 320862 D9779 RS12820 WP 121642873.1 AGQGIDVSDEMIIMRRDISTSGKSVCRINGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEAESALQ 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus ! !!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo

A
TYQEGYQRYMVKLLKKLKQLSESEQEMAHRLDL IQFQLEE I ESAKLELNEDEQLQEERQQFI SNFEKIYESLQNAYNALRSE

NTDB id 320862 D9779 RS12820 WP 121642873.1 AYQEGYQRYMKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQFSNFEKIYESLQNAYNALRSE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo QGGLDWVGMASAQLEDI SDINEPLKKLMSENSVSNSYYLLEDATFQMRNMLDELEFYDPERLNDYI ETRLNE IKQLKRKYGASTV
NTDB id 320862 D9779 RS12820 WP 121642873.1 QGGLDWVGMASAQLEDISDINEPLKKLSENVSNSYYLLEDATFQMRNMLDELEYDPERLNDIETRLNEIKQLKRKYGASV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!*!

logo EDI LEYASKI EEE IDQI ENRDSHLQSLVKKELDSVGKDVAVEAAENVSKQIRKTWAKKLADE IHRELKSLYMEKSTFDTEFKV
NTDB id 320862 D9779 RS12820 WP 121642873.1 EDILEYASKIEEEIDQIENRDSHLQSVKKELDSVGKDVAVEAENVSKIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RTAPSRNEEAP I
LVNGQPVQLTEQGIDLVKFL I STNTGEPLKSLSKVASGGELSRVMLAI

MKS I FSSQQDVTS I I FDEVDTGV
NTDB id 320862 D9779 RS12820 WP 121642873.1 RTAPRNEEAPIVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAMKSIFSSQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus !!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKVS IGSQVLC ITHLPQVAAMADTHLYIAKELKDGRTTTHRVKPLSKQEKVATE IGRMIAGVEVTDLVTKR
NTDB id 320862 D9779 RS12820 WP 121642873.1 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTHVKPLSKQEKVTEIGRMIAGVEVTDVTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!*!!!



logo HAKELLKRQADQVKTTG
NTDB id 320862 D9779 RS12820 WP 121642873.1 HAKELLRQADQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!!*!!!!!!!!!
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