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NTDB id 320799 D9778 RS10925 WP 019378857.1 MAKSKTKALPKREELPVERTWKLEDIFATDEIWEKELKQLQTDIPKIEAYQGKLAESSDQLLGVLKLQDELSERLGKLYT 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .......MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYV 73
consensus ******* * ! *!* !! ! !!!!! !! ! !**! !! !*! *! *!!! ! ! !! !*!
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NTDB id 320799 D9778 RS10925 WP 019378857.1 YAHMRYDQDTTNSWYQGLNAQAENVLTIASSAMSFIVPEILTMEETKLKNFLEENKELQAYQKTLDEINRQRPHILSEKE 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEA 153
consensus !!*!* !!!!! !! *! ! !* * ! ! * !! * *** !! ! ! * ! ! * * * ***!*!!
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NTDB id 320799 D9778 RS10925 WP 019378857.1 EALLAEASDPMSSASQTFGMLNNADLTFPTIKNEDGEEVDLTHGRYIGFLESKDRSVREAAFKGMYDTYGKFKNTFSSTL 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTL 233
consensus ! !!! ! !* ** !! *! !!!* !! * !* !*!!!! *! *!!!!! *! *!* *!! !! ! *!* !!
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NTDB id 320799 D9778 RS10925 WP 019378857.1 GGNIKKDNFYAKVRNYESARQSALDDNNIPEKVYDNLVEAVNEKLPLLHRYAELRKKVLKLDELHMYDLFTPLVQDIDMK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSE.TETA 312
consensus ! *! *!* !!!!*! !!!* !! ! !!! !!! !*! !! *!!!!!!! *!!!!!! !!!!*!!!**!!! * *
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NTDB id 320799 D9778 RS10925 WP 019378857.1 IPYEEAQKNVLEALAPLGEEYVDILKEGYENRWIDVEENKGKRSGAYSSGAYGTNPYILLNWQDNVNDMFTLAHELGHSV 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSL 392
consensus **!!! ! ! !!* !!!! ** ** !!!!!**!!!!!!!!!! !!! !!***!!!!!! * *!!! !! !!!*

logo HSTYFYTRKQFTQPFYRVYGDNYPS I FLVAE I
VASTTNEANI

LLNTDETYLMLKENVEKDDEKQTKRFLAYI
LLNHFYLDEGFKRGTVFRQTMQFAEFEHADIHEVARADAQNS

NTDB id 320799 D9778 RS10925 WP 019378857.1 HSYYTRKFQPFRYGNYSIFVAEVASTTNEALLNDYMLKNVEDEKQKLYLLNHFLEGFRGTVFRQTMFAEFEHDIHVRAQN 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADAS 472
consensus !! *!! !!* !! !*!!*!!*!!!!!! *! * *!! ! !*! * *!!!*!*!!*!!!!!!! !!!!!! !!

logo GEQAI LTADFKLMNTEKLYAYDLNEKKYFYGNDLAKAVEVDSDNEYE IGQFLEWAER IPHFYMYNYYVYQYATGFYASAAMSAYLASENKNI LVHGKTEEGADKVETARYLDTFYLK
NTDB id 320799 D9778 RS10925 WP 019378857.1 GEALTADKLTELYYDLNKKYFGDAVVSDEEIGLEWARIPHFYYNYYVYQYATGYSAAMALSNNILHGKEGAVTRYLDFLK 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLK 552
consensus ! !!!! * !! !!! !!* !! !! !!!!!! !!!!!!!!!!* !! ! !*!! ! !! *!!
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NTDB id 320799 D9778 RS10925 WP 019378857.1 AGSSDYPIEVLQKAGVDMTSKQPILDALDLFEEKLNEMEKLLLK..... 604
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!*!!* !!!!!!! ** ! *!!**! !*! !* !*****
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