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NTDB id 320690 D9829 RS14765 WP 121611621.1 MDKQDSMDLFSEQGKYIKGRHLVTIFHNEQNLYTVLRIRVEETNDQYDDKEAVITGYFPRIHEQETYVFFGEFKEHPRFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !** ! ! *!*!! * !*!!* !!!!!!***! !! * *!! *!!!!! **! !!! !*! !!*!!
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NTDB id 320690 D9829 RS14765 WP 121611621.1 SQFQATHFRKDLPQSKQGVITYLSSDLFKGIGKKIAENIVDTLGENAIASIMENPSLLERIPKLAPDKAKGLYDTLMEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!!! !!*!**! *! !*! !!!!!!! !!!!! !! !! !!* !! !* *!*! *!*! * !! ! ! !!
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NTDB id 320690 D9829 RS14765 WP 121611621.1 GLEQVMVALNQYGFGPQLSMKIFQAYKEQAIEIIRDNPFKLVEDIEGIGFGRADELGRQLGMTGNHPDRIKAACLYTLET 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!*!* !!!*!!!!!!!!!!*!!! *! ! *!!* !! !*!!!!!!*!!!!! *!**!!!!*!*!!!*!!!!!!
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NTDB id 320690 D9829 RS14765 WP 121611621.1 SSIQSGHVFMSAEEILQDVKKLLEENEPHE..IEFDQISREIIQLGEEGKIIVEERRIYLPSLYFSEKGIVSNIKRILDQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus *** !! ** ! ** ! !! ** **! !! !!! !**!* !*! !!!** ! * *!*! !

logo

K
TEYENQQFPESEFLLALGESLEERLMDGVQYAPSTQKREAIQKTALMSSPML

M
I
LLTGGPGTGKTTVIKRGIVELYAGELHGCVSLDI

P
N
S
A
DYKK

NTDB id 320690 D9829 RS14765 WP 121611621.1 KEYEQQFPESEFLLALGSLEERLGVQYAPTQREAIQTALMSPMMILTGGPGTGKTTVIKGIVELYAELHGCSLDINDYKK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus !!!*!!!!!!!!!!!! !!!!* !!!!!*!*!!!! !! !!!**!!!!!!!!!!!!!*!!!!!!*!!!!*!!!* !!!
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NTDB id 320690 D9829 RS14765 WP 121611621.1 EEPFPFLLAAPTGRAAKRMAESTGLPAVTIHRLLRWNGADGFDHDEDQQLEGKILIVDETSMVDTWLAHQLFKALPDHIQ 478
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 320690 D9829 RS14765 WP 121611621.1 VILVGDEDQLPSVGPGQVLKDLLDSGKIPTVRLTDIYRQAEGSSIIELAHQIKKGTLPKDLSAQQRDRSFLRCAPGQIST 558
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 320690 D9829 RS14765 WP 121611621.1 VVEQVVVNAKKKGYSSKDIQVLAPMYRGPAGIDRLNLLMQEIFNPNPDGTRKELAFGDVKYRVGDKVLQLVNQPEANVFN 638
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 320690 D9829 RS14765 WP 121611621.1 GDMGEIVAIFYAKENTEKQDQMVVSYEGNEVTYTRQDLSQITHAYCCSVHKSQGSEFPIVILPVVKSYYRMLRRNLLYTA 718
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!*!!! !!!!!!!!!! ! !!!**!!!*!*!* ! ! !!!!!!!*!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!
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NTDB id 320690 D9829 RS14765 WP 121611621.1 ITRSRQFLILCGEENAFRLGIERADDTKRNTTLGDKLIEAFPEETEPHSNNAGATNPSAEDYYHTMLNADPMIGMENLTP 798
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELE.........ALQKELPFSVHDANIGMEGITP 789
consensus !!! * !!!!!!!! ! !* ! ! !*!*! *! *! ** *********! ** *!* !!!! *!!
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NTDB id 320690 D9829 RS14765 WP 121611621.1 YDFMEESSH 807
NTDB id 355 BSU 27480 NP 390625.1 FDFMKEEQQ 798
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