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NTDB id 320689 D9829 RS14525 WP 121611578.1 MLKSRTKWNVKQTDSMKAKELAEVLNIAHLTASLLVNRGIETVQDARDFLFNDNMEFHDPFLLKDMDKAVERINKAVQEQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
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NTDB id 320689 D9829 RS14525 WP 121611578.1 QPILIFGDYDADGVSSTTVMMRVLLDLGANVDYYIPNRFTEGYGPNEAAFRKAAEKGTALIITVDTGISALHEADVAREL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
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NTDB id 320689 D9829 RS14525 WP 121611578.1 GMDLIITDHHEPGPVLPDAYAIVHPKLEDSKYPFRDLAGVGVAFKLAHALYGAAPEELLEIAAIGTIADLVSLTNENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
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NTDB id 320689 D9829 RS14525 WP 121611578.1 AKKGIEQLRKTQNLGLRALFKLTKTESASINEETVGFMIGPRINAAGRLGSADPAVRLLLSEDPGEAAMLASEIDGLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
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NTDB id 320689 D9829 RS14525 WP 121611578.1 RQALVASIAEEAINEVETNFPVEDNHVLVIGKEDWNPGVIGIVASRLVEKYYRPTIVLSFDKEKGVAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQ..GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
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NTDB id 320689 D9829 RS14525 WP 121611578.1 KNLSASRDILPHFGGHPMAAGMTLKLEDVVELRKRLNKLASEQLTESDLTPVTQVDLEADIKDITLDFLKEMGQLSPYGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
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NTDB id 320689 D9829 RS14525 WP 121611578.1 DNPKPRVMIKDAGISSMRRIGGNNAHLKITLGNDGASLDGIGFGLGDLHEHISPISSLSVIGELSINEWNNIRKPQIFLQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
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NTDB id 320689 D9829 RS14525 WP 121611578.1 DVAVNSWQLFDIRGLRRTEKLKEMVPEDGTKWILFDEGKEERFLPFA.QKSLVKIRSLEEAINTEIDSTNIVLLDLPASG 639
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
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NTDB id 320689 D9829 RS14525 WP 121611578.1 GMLEKLISGKKPARIYVHFHKEDSDFFSTMPTREHFKWFYAFLAKKAPFDLKRHGEELAKYRGWSKETIEFMSQVFFDLD 719
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
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NTDB id 320689 D9829 RS14525 WP 121611578.1 FVKINNGIISLEKSVPKRDLSESKTYQKKQATFTLENDLLYSSFEQLKSWFDQVIQGSVQNEEAITEWI 788
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
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