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NTDB id 320622 D9842 RS17955 WP 121663692.1 MVNVLVVDDHIAVTEGTKAILETCNDIFVDTLSPPFSIDLIKDKDYAKYDVILMDINLGLDQNGIEVSKLILKDQPNCKI 80
NTDB id 90 BSU 31680 NP 391046.1 MKKILVIDDHPAVMEGTKTILETDSNLSVDCLSPEPSEQFIKQHDFSSYDLILMDLNLGGEVNGMELSKQILQENPHCKI 80
consensus ! *!!*!!!*!! !!!! !!!!* * !!*!!!**! !! *!* !!*!!!!*!!! * !!*!*!! !! **!*!!!
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NTDB id 320622 D9842 RS17955 WP 121663692.1 IIYTGYDIEDYFLEAVKNGIYGAINKNTTKQSIVTYIHHVLNGEIVMSLELCKRSLKTSAKP.....PREKVGYTERERK 155
NTDB id 90 BSU 31680 NP 391046.1 IVYTGYEVEDYFEEAIRAGLHGAISKTESKEKITQYIYHVLNGEILVDFAYFKQLMTQQKTKPAPSSQKEQDVLTPRECL 160
consensus !*!!!!**!!!! !!** !**!!! ! *! ! !!*!!!!!!!** *! * ********! !*!!*
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VEYS ILTES I FNKLNVGSSRATEAVL IAKSDEGLVL
NTDB id 320622 D9842 RS17955 WP 121663692.1 ILELLGEGLTNQEIADRIYVSKRTVEYSITEIFNKLNVSSRAEAVLIAKSEGLL 209
NTDB id 90 BSU 31680 NP 391046.1 ILQEVEKGFTNQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDGVL 214
consensus !! * ! !!!!!!! ***!!!**!!!*! !!!!!!! !! !!!!!!!!*!*!
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