
logo MLAKASKMTRWEMI
VQRSPSDEQDTKL IVEKSTL ITDENQLHS ITPLVASLLVKNRGFIDHSTAVEESARELFLEHTEKDKAQDSFHYDPFELLMKDGMDKEKAAVDHRIKQTAI ESQNQ

NTDB id 320612 D9842 RS13205 WP 121662946.1 MLKAKTRWMVQSSDETLIETLIDNLSITPLVASLLVNRGIHSVEEAREFLETEKQSFHDPFLLKDMDKAVHRIKTAIEQN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ! !! *! *! * *! **!*!!!!!!!!!! !! ** ! !! !!*! !*!!! *! ! ! *!!! !! !*

logo EHKI LMI
VYGDYDADGVSTSTSTVLMLHTATLQRKTLGSANQVDFYIPDNRFKTEGYGPNEAQAFRHSAIHKEKRGFSL I ITVDTGIAAVHEAKQVAKEL

NTDB id 320612 D9842 RS13205 WP 121662946.1 EHILVYGDYDADGVSSTTVLLTALRTLGANVDFYIPNRFTEGYGPNEAAFRHAHEKGFSLIITVDTGIAAVHEAQVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!**!!!!!!!!!*!!*!*!* ! ! !*!!!!!! !! !!!!!!! !!!* *!*!!!!!!!!!!!!!!!!!! !!!!!

logo GLMDLVI ITDHHEPGPEI LPDEAVLRAI IVHPKQPGCTYPFKELAGVGVAFKLASHALLGDELVPDTDELLDELVAAIGTIADLVAPLHDENRL I
NTDB id 320612 D9842 RS13205 WP 121662946.1 GMDLIITDHHEPGPILPEALAIIHPKQPGCTYPFKELAGVGVAFKLSHALLGDVPTDLLEVAAIGTIADLVALHDENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!! !!* !!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!**! *!!**!!!!!!!!!!*!!!!!!!!
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NTDB id 320612 D9842 RS13205 WP 121662946.1 AKKGINQLKTTKRIGLKALLKIANVKMDEINEDTIGFALGPRINAVGRLQSADPAVDLLLSEDEEEASVIAEEIDLLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !* !* ! !*!!! !*!* * ! !!*!*!! !*!!*!!!!!* !!!!!*!!*!!! !! *! !!! !!!!

logo RQKLMVSKTMTDEEAI EEMVEQTQRFGP I E
LDHQPTAVI

LV I
VAKRAEGWNPGVVGIVASKRLVDRFYRPATIVLGS IDEREKGIAKGSARS IRVGFDNLF

NTDB id 320612 D9842 RS13205 WP 121662946.1 RQKLVSTMTEEAIEEVETRFPIEDHPVLVIAREGWNPGVVGIVASRLVDRFYRPTIVLSIDREKGIAKGSARSIVGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !!!*!! !!*!!!! !! ** !** *!*!* !!!!!!!!!!!!*!!!!!!!! !!! !! !!!!!!!!!!!! !! !!

logo ENSLSETCRDI LPHFGGHPMAAGMTLKNALEDVDPDSLRESRLNVE I
KADKNI

TLTEENDF IPVQTEKVDLVSVCGNLVEDI STVENS IAEEMNQLMLSPFGM
NTDB id 320612 D9842 RS13205 WP 121662946.1 ENLSTCRDILPHFGGHPMAAGMTLNLEDVDSLRERLVEKAKNILTENDFIPVTKVDVSCNLEDISVNSIEEMQLLSPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! !! !!!!!!!!!!!!!!!!!!! !!!* !! !! ! ! ! !!! !!!!! !!* ! *!!!*! !! !!**!!!!!!
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NTDB id 320612 D9842 RS13205 WP 121662946.1 NNPKPVIQIENVTLANVRKIGSEQNHLKLVFSQEDCQLDCVGFGMGYIHDELSPSVTLSAIGELSINEWNNLRKPQIMLQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!** *!! ! !!!!! !*!* *! *!!!!!!! ! *** * ! *! *!!*!!!!!!! *!!!*!*



logo DAIAKVDSEWQLFDFLRGKTRNTVWDEDKLTVSASLVPTSTALEKERAS I IVSTFEKEDTSTHTDTLYLVKQNTELDGFLERQREKAVHML
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NTDB id 320612 D9842 RS13205 WP 121662946.1 DIKVDEWQLFDFRGTRNVDKLVSSVTTLEESIIVTFEETTHDYVKNLGFEQKAMLVKTKQDALNLSVKNKHVILMDIPSS 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRA.IVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
consensus ! ! !!!!!! !! ! * !! *** *!!*! ! ** * *** *! ! * ***!*!*!*!
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NTDB id 320612 D9842 RS13205 WP 121662946.1 LDHFDALFSEGKPARIYTVFQQDSDHFFSTIPTREHFKWYYGFLLKKGSFKLHEQGKQLAAHKGWTKETIEFMSQVFFEL 720
NTDB id 354 BSU 27620 NP 390640.1 LDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDL 717
consensus !!* ! ! !!! *! ** !!! !! ! !*!!!!!!*!!!!*! ! ** *! !! !!!!* !!! !!* !!!*!
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E
GFVKTI ENGVI

LSTVNVSGSATKRKRDLTDESKQTYAQAQKQMQLRLMELDEKQKTLLNYSTSAYEMEQLKEQWFLENEKLRFMKPLQDASEPAVGYEVSTRRT
NTDB id 320612 D9842 RS13205 WP 121662946.1 EFVTIENGVISTNSSTRKRDLTESKTYAQKQMRLELEKTLLYTSYMQLKQWFEERFPLDAPVGV..... 784
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! !!!!!*! ! *!!!!!*! !! !! *!!* ! !*! !! ! * ! * *****
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