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MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR
NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
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NTDB id 320607 D9842 RS12500 WP 121662826.1 ................................................................................ 0
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S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA
NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 320607 D9842 RS12500 WP 121662826.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM
NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 320607 D9842 RS12500 WP 121662826.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
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NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPP 400
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ..........................................................MSQYTICEQQTERIFD...ISP 19
NTDB id 320607 D9842 RS12500 WP 121662826.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
consensus * ** * * *

logo

D
S
P
R
K
W
Q
V
A
K
L
N
C
M
E
I
E
P
E
K
A
Q
L
T
A
L
L
RRYLVAVVPVQRELQTEGHNKSLVWLVAMVDKDEPNRNLVFTACLDEDI FLAKFL IMTGHKEQI ELPAVVI

MAESDKDE I
L
I
K
R
YL ILENARLYFSGPEKQGQFPEIKYELENKS

NTDB id 1306 DR RS10060 WP 027479822.1 DPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITGKEILPAVMAEKDIIRLIERYFGEKGFEKLNK 480
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLLNALSPEQQPIYEES 99
NTDB id 320607 D9842 RS12500 WP 121662826.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 ELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARL 560
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ELA......FVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRI 173
NTDB id 320607 D9842 RS12500 WP 121662826.1 ....................MKPIEQISERIIEEACALRASDIHIIPREQDTLIQFRVDDDLIEKHTMKKEICGRIISHL 60
NTDB id 96 BSU 24730 NP 390353.1 ....................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHF 60
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NTDB id 1306 DR RS10060 WP 027479822.1 KIMGHLDIAERRVPQDGRVRFKKGS.IDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNG 639
NTDB id 1384 A4U84 RS08525 WP 010787006.1 KLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQG 253
NTDB id 320607 D9842 RS12500 WP 121662826.1 KFLASMDIGERRRPQNGSLSLYTTN.LNVHLRLSTLPTIHEESLVIRILPQEKI.PPITHLSLFPATTNKLLSILNHSHG 138
NTDB id 96 BSU 24730 NP 390353.1 KFLSAMDIGERRKPQNGSLTLKLKE.GNVHLRMSTLPTINEESLVIRVMPQYNI.PSIDKLSLFPKTGATLLSFLKHSHG 138
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NTDB id 1306 DR RS10060 WP 027479822.1 IFLVTGPTGSGKSFTCFSTLKRIA.KPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRD 718
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRD 332
NTDB id 320607 D9842 RS12500 WP 121662826.1 LMIFTGPTGSGKTTTLYSLIHYAKRHFNRNIITLEDPVETKSEEVLQVQVNEKAGITYAAGLKAILRHDPDIIMVGEIRD 218
NTDB id 96 BSU 24730 NP 390353.1 MLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRD 218
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NTDB id 1306 DR RS10060 WP 027479822.1 QETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGIS 798
NTDB id 1384 A4U84 RS08525 WP 010787006.1 EESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGV.............. 398
NTDB id 320607 D9842 RS12500 WP 121662826.1 RETAQIAIRASLTGHLVLSTMHTRDAKGAIYRLMEFDVSLSEIEQTLIAVSAQRLVQLKCPFCED............... 283
NTDB id 96 BSU 24730 NP 390353.1 AETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN............... 283
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NTDB id 1306 DR RS10060 WP 027479822.1 ERDIRGANLMRGTGCP..RCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLT 876
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .............GCDECYQG...YRGRIGVYQCLSRTA.....KKFDKQ.....TAYLDFSSLRESAKQKIEQQLTNET 452
NTDB id 320607 D9842 RS12500 WP 121662826.1 .............QCSP.FCKKLRQKRRLSIYELLYGKNLTAVVKEAKGE.....LASYQYPTLKDVIKKGIALGYLYPN 344
NTDB id 96 BSU 24730 NP 390353.1 .............GCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN.....HANYQYQTLRQIIRKGIALGYLTTN 345
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NTDB id 1306 DR RS10060 WP 027479822.1 TLEE.VLAVTAS 887
NTDB id 1384 A4U84 RS08525 WP 010787006.1 EVDR.VLGYE.. 461
NTDB id 320607 D9842 RS12500 WP 121662826.1 SYDRWVFRYED. 355
NTDB id 96 BSU 24730 NP 390353.1 NYDRWVYHEKD. 356
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