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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 320580 D9T12 RS02040 WP 130536614.1 ..MRGINKVILVGTLGADPDVKYAANGNAIANLSVATSEEWNDKNTGQKQQKTEWHRVSMFGKLAEIAGQYLRKGSQVYL 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ..EAYQRPAQQS.............. 136
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ..EAYQRPAQQS.............. 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSS.GGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQ....NNNF 149
NTDB id 320580 D9T12 RS02040 WP 130536614.1 EGKLQTRKWQDQNGQDRYTTEVVISGFDGTMQMLGGGNR.GGDAPYDNNQGFGQQQGMNNQPMGGGMNQAPQQSMGNQGN 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ.QGGMPAQGGMNVPAQQGSWGQPQQPAKQ............ 147
consensus !!****!!*!** !**!******* **!!**** !***** * * * * ** * *

logo

N
QGGNQAHQMQT

R
R
P
Q

M
PAQGQSPGSDFAPPQSHQNPQGEMAGPQATAAQPPQYRKMSRPQAPAQSVQYPNAPAEPAI

P
N
M
V
E
D
N
D
F
E
F
IDDNDVIPF

NTDB id 1131 NGFG RS05740 WP 003695064.1 .....RQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .....RQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQP............AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 320580 D9T12 RS02040 WP 130536614.1 QGGQQMPPQGGFPPQNQGMGQTQPMQPSPAPAINDFEDDNVPF 200
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....HQPMQQSAPQQ........YSQPQYNEPPMDF.DDDIPF 177
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