logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1
269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1
194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1
453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
32054 MSIL RS17895 WP 012592482.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

s onsserceciitlil ol

MATKK. .. .. KTNFDDITKKYGA
.MAKK..... PKKLEEISKKFGA

.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLEEISKKFGA
MAKK..... PKKLDEISKKFGA

MAKK. . . . .
MAKR. . ...

MAKK. . . . .

.. .....MSKDATKEISAPTDAK
.......MSQAKLRLVE..
.MAENKKSSKNNTVVKQ. .
MEDG........KKAA. .S

kk ok ok sk

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG
IM LG

NRNI D DD HDDIDI >

AV iZS L ABVIINDK . QVEK
I KWFGKGI VRLG  LGEANgNS
IE I\FGKG IMRLGEQAEA'AR
IEKWFGKG IM LGNEE{aIR
IEKSFGKGRAIM  pIIe[ A
TEKEIFGKGINIM  Yer]a[nlNaA
IEKSFGKGINIM  DISIe[a I

IM G
IEKWNFGKG IMRLG
IEKWNFGKG IMRLG

MRLG

MRLG

ﬁKBF KNE.LBLDE@Q;%%?L%Y

|
Y

«r

nmnnnnnnnn ksl REEEl NEE 0N 0 NN NN NN

r

* 1 1%

Ll

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL LD
GSL LD
GSLELD
GSL

GS

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSLELD
GSLELD
GSLELD
GSLJLD

GSL LD
RN

H



logo

'
|

Y ATl PR e e L o ) AL

EIYGPESSGKTT B 154
EIYGPESSGKTT ANAQKEGGIAF IDAEHALDPIY ATNAL G VN SQPD 153
EIYGPESSGKTT ANk GIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANk GIIAF IDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANAQxEcGIIAF TDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANk GIIAF IDAEHALDPIAY ATNAL G VN S) 153
EIYGPESSGKTT ANAQxEcGIAF IDAEHALDPIAY ATNAL G VN SQPD 153
EIYGPESSGKTT ANHQxNGGIIAF TDAEHALDPIAY ATNAL GV N SQPD 153
EIYGPESSGKTT ANHQxicGIIAF IDAEHALDPIAY ATNAL G VN QPD 153

¢

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMYLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AJAUQKINGGJWNA IDAEJJA DPISYARWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 BEIYGPES[EGKTT AWAQKIAGGINEAF IDAEHALDPYY ARALGVNJDELL SQPDIYGEQALEI 152
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AJINQKWGGIWNAF IDAEHARGDEY AINYLG N EL  SQPDNGEQALEIfA 148
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AIEOKIGGUACAF IDAEHALDYRYY AL GV NpX D L SQPDIJGEQALEIY 139
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AINMQOKINGGUMAF IDAEHALDE:IY ASSTL.GV N L SQPD GEQALEI)H 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AIEOKINGGLAAF IDAEHALDYE:IY AISHL GV g} L SQPD GEQALEI)H 141
NTDB id 32054 MSIL RS17895 WP 012592482.1 EIYGPESSGKTT AQKGGAFIDAEHALDYALGVN LL SQPD GEQALETIjN 151
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY AYLGVNDELL SQPDGEQALEI[ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT GAEF DAEHARRDPWYAIRNLGVIY ELM GEQALEI[S 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHAIIDPWYYARMINLGVIY ELM GEQALEIH 140
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT GAEF DAEHA|DP\YYAIRNLGVIY EL) GEQALEI 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDEY ADISLGV)Y § LL GEQALET[ 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEBEEeISRSIIeIGNy DELL GEQALEI[S 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT DELL GEQALETI[S 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INMAFTDAEHALDPNYARISLGV  DNLL SQPDBIGEQALEIRY 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INMAFIDAEHALDPMNYAJANLGV  DWLL SQPDRGEQALEIEA 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALETIpN 139
consensus ok Dok LD DDk b sk | U Pk DDk M Plokokokokok Dofokok DDk DD Dok Dok 1ok skokok Dokokok |k



o LAY

50, 5o LR Sl UL PO

NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEJVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR . 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBJGLQAR . 231
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 227
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDMHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 32054 MSIL RS17895 WP 012592482.1 G MGDS[EGLQAR . 230
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALYP MGD [WJGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP MGDSH GLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALJP MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALP MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALNYP MGD HVGLQAR . 218

consensus P N N N NN Ry ey o) I Ry Ry R R o e e T R R RN



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1
269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1
194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1
453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
32054 MSIL RS17895 WP 012592482.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

1

IMGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGNTQIKGTG.
IMGTTQIKGTG.

—EEEEEEE R
éééhhhhéhéh%%%

.KQN
JKQN
.KQN
.KDH
.KDG
.KKG
.KKG|
.KKG
.KXG|
.KEG
.KEG
.KEG]
.KEG
.KEG]

DR, o TRV s

IMIGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMIGNTQIKGTG.

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF

AKVVKNKVAPPF

K VVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARIPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

e R

‘>

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS
IMYG GIS

IMYGEG S
M GEG S
IM GEGIS
IM GEGIS
IMYGEGIS
IMYGEGIS

EE R N

I5ee ELimv

UUUUOUUD‘\‘R‘SNXNNNZ
< <<

[Ci-AASIvIvASIsiSITES]

L

S

312
311
311
311
311
311
311
311
311
292
294
307
307
294
296
296
305
310
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
32054 MSIL RS17895 WP 012592482.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

12 Py FeepramsblorE  EEes  VEEEV. | DLcDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . ...

IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE
IEEDNTEEKQSSKEK. .. .... ETDEK..ADKNLVLELDDTIELE
LEESEEESAMAVASE. ... ... E....... TDDLALDLDNGIEIE
DNNGVVQQQAEETQEEL .EFE.E. . oot ee e
SDVPEEDLPTTEDE.QI.NILPDDST. . ... EE. ... ouvo...

MAATRAGNAGEAPALAPAPAAPEAAE . .A. . oo oot
..... MISGSEDDE. .GE. .E. .o vt

..... EIMPLPDEP. .LE..EME. ..\ oo veeenenn..

..... EIMPLPDEP. .LE..EME. .. .. ovoeenennn..

..... DKILDVGEEEAED . « v v vt et oo e e

..... NSVLKATASDSND..ESDVEEFSEEEL. ..........

..... HITEGTQDETDGE..R......PEE.............

..... HITEGTQDETDGE..R......PEE.............

..... HITEGTQDETDGE..R......PEE.............

..... MGAVTLA .EEVEE. D\ vttt eee e e

1 GDIGREINEMANACKBIK |3 NEIB{AK TIBK KBIEMLLNPE . . . . . NMQLIAETSSAAD..DVEFGAVPEEF............
..... NMQLIAETSSAAD..DVEFGAVPEEF............

..... SDQTAA .HDETEE. .EPDLL. .ES. .. ....o......

..... TNGAVQ.I.EDEE..EPDLL..LES.............

..... ANTKATPVAEDLA . .DADT .o oo vee e

* %

387
385
385
385
385
381
381
382
377
348
355
363
343
343
347
347
355
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1334 RAOC RS04870 WP 004918236.1 C 343
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 . 347
NTDB id 32054 MSIL RS17895 WP 012592482.1 R 355
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



