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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWR.KSAENFANFTKKGSLVG 72
NTDB id 32050 MSIL RS11400 WP 012591236.1 .MAGSVNKVILIGNLGRDPETRRMNSGDAVVSFSLATTDSWRDKATGERKDRTEWHNIVIFNENLGKIADQYCKKGSKVY 79
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
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NTDB id 624 LCA RS00040 WP 011373726.1 VDGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQRQGDGASQNFNSNQS...NGSQQSGFTSPQQTGNAPA 145
NTDB id 32050 MSIL RS11400 WP 012591236.1 VEGQLQTREYTDKDGNQRKVTEIVLQRFRGELTLLDSRGGRS...EAEGDRGFEDSSS.........SFGR......... 138
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..GAPYDEGYGQSQE.........AYQRPAQQSRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..GAPYEEGYGQSQE.........AYQRPAQQSRQPA 140
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG...GMPAQGGM...NVPAQ....QGSWGQPQQPAKQ.. 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG...DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNN.. 148
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NTDB id 624 LCA RS00040 WP 011373726.1 ANN.........TQADPFANNGQAIDISDDDLPF 170
NTDB id 32050 MSIL RS11400 WP 012591236.1 ....SSPMERAPERRPAAAGASRVADIIDDDIPF 168
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..HQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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