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NTDB id 320495 D9M09 RS15325 WP 121669793.1 QLALADEGQDIVVTGTVASLPYRFEQGVRFNFAVEKAL.NAKVPPLIALSWYAGFR...........DEVTNEVGDVQPG 148
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NTDB id 320495 D9M09 RS15325 WP 121669793.1 ALAGALAALVYVLLAGFGVPAQRTLYMLLVVALALWLGRITSIIHILCLALGVVVLLDPWAVLWPGFWLSFGAVATMLYA 384
NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
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NTDB id 320495 D9M09 RS15325 WP 121669793.1 TAGRTTA.....P.LPENASRWRRLRAAVALGAHTQYVVTVGLVPLTMLLFSQVSLVSPVANALAIPVISLVVTPLSLAG 458
NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGA....ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMG 473
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NTDB id 320495 D9M09 RS15325 WP 121669793.1 SLLPAPLCDWLLLLAHAIVQMLAQVLDWLGARRFAVWTAPAPPWWSFCWALFGTAWLLAPRGW...PQRWAGMLGWLPLL 535
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NTDB id 320495 D9M09 RS15325 WP 121669793.1 TALPSSPQPGQMWITAFDVGQGMAVLVETHDHRLLYDTGPAYSLDSDGASRVIVPYLRARGISKLDGVIISHSDLDHAGG 615
NTDB id 1426 RS RS05575 WP 011001070.1 LARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGG 633
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NTDB id 320495 D9M09 RS15325 WP 121669793.1 AISLLENVQVGWLASSLFDGHPAVEARRQARRPYLHCVAGQNWIWEGVRFAMLHPLPASHTDISLKPNARSCTVKITAGK 695
NTDB id 1426 RS RS05575 WP 011001070.1 TETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANAR 713
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NTDB id 320495 D9M09 RS15325 WP 121669793.1 HAILLAGDIEAAQEAQLLARSADGDLAADVLLAPHHGSGTSSTPAFLNAVHPALAIFQVGHRNRYKHPKPQVYARYGDMG 775
NTDB id 1426 RS RS05575 WP 011001070.1 YAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARG 793
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NTDB id 320495 D9M09 RS15325 WP 121669793.1 IARLRTDVTGAVVLEF.GDDIDATLYRASRPRYWHGR................. 811
NTDB id 1426 RS RS05575 WP 011001070.1 IERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
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