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NTDB id 1307 DR RS10055 WP 010888596.1 ....MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFS 76
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQG.EALSVADVTALLHAMMDDARQAEFKQTREANFA 71
NTDB id 320489 D9M09 RS02120 WP 205602324.1 MQTTHEHYGAMHALLAQMRARGGSDLFITAGFPPAIKLDGKLTPLAGAALAAQQAAGYVRAVMNERQAAEFESSREANFA 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ........MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFA 72
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ........MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFA 72
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NTDB id 1307 DR RS10055 WP 010888596.1 FALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTK 155
NTDB id 1177 A1552VC RS01165 WP 000422572.1 VVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHR 149
NTDB id 320489 D9M09 RS02120 WP 205602324.1 ISPDG.LGRFRVSAFVQMGQAGMVLRLINTAIPTLDGLGLPAILQDIVMSKRGLVIMVGATGCGKSTTLAAMVGHRNAHS 159
NTDB id 1203 PSJM300 01605 AFN76401.1 ISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNS 151
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHS 152
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NTDB id 1307 DR RS10055 WP 010888596.1 KLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTN 235
NTDB id 1177 A1552VC RS01165 WP 000422572.1 TGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHAN 229
NTDB id 320489 D9M09 RS02120 WP 205602324.1 HGHIITIEDPVEFIHPHGNCIVTQREVGVDTDDWATALKNTLRQAPDVIQIGEIRDRDTMDHAIAFAETGHLCLATLHAN 239
NTDB id 1203 PSJM300 01605 AFN76401.1 SGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHAN 231
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHAN 232
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NTDB id 1307 DR RS10055 WP 010888596.1 SAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAR 315
NTDB id 1177 A1552VC RS01165 WP 000422572.1 NANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQE 309
NTDB id 320489 D9M09 RS02120 WP 205602324.1 NANQALDRIINFFPEERRQQLLMDLSLNLKGMISQRLIPNKEGGGRKAALEILLNSPLMSDLIFKGQVHEIKELMKKSRE 319
NTDB id 1203 PSJM300 01605 AFN76401.1 NANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTD 311
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGE 312
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NTDB id 1307 DR RS10055 WP 010888596.1 EGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNS.ASSSSTGRGGDFGRGAA 394
NTDB id 1177 A1552VC RS01165 WP 000422572.1 VGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKR.....GDDYGSG...SLQNVKIDME............. 368
NTDB id 320489 D9M09 RS02120 WP 205602324.1 HGMQTFDQALFDLHEAGAISHEDALRNADSVNDLRLAIKLKG.....ATAPEPAPQTGATKLGLL............... 379
NTDB id 1203 PSJM300 01605 AFN76401.1 LGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGS.....ETDGEHLTSVS.QGLTLEMSDDDPGRSFR.... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSE.....EANKPLDNRERMSEMERKMTFDGQRRNLK.... 383
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