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NTDB id 1203 PSJM300 01605 AFN76401.1 270
NTDB id 1019 ACIAD RS04205 WP 004922051.1 271
NTDB id 320453 D9V54 RS03835 WP 001618842.1 RDETI LALTAAETGHLVIR TLHTA¢AA[8] 267
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