
logo MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNI LGLYDEHFLLTKNENLVGI LRLEGVSYTHLSTEQLQDLFTERQMALD
NTDB id 320342 D4H18 RS07520 WP 139523303.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD 80
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SLEKVVARLVVKRRKIDHQQNIQASDSKQYLQAI LNQFENKEVYENQYFLVLESTHSLHQGVLEHKKKSLMHANRENFKDI LS
NTDB id 320342 D4H18 RS07520 WP 139523303.1 SLEKVVARLVVKRRKIDHQQNIQADSKYLQAILNQFENKEVYENQYFLVLESTHSLQGVLEHKKKSLMHANRENFKDILS 160
NTDB id 1219 C694 RS00105 WP 000890508.1 SLEKVVARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHGVLEHKKKSLMHANRENFKDILS 160
consensus !!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo YKATHFLQETLKSLE IQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASS ITFEKDYF IQESFNQKTYN
NTDB id 320342 D4H18 RS07520 WP 139523303.1 YKTHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN 240
NTDB id 1219 C694 RS00105 WP 000890508.1 YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYN 240
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RL IG IKAYESER ITS IA IGAVLLYQETPLDI I FS I EPMSVHNKTLGSFLKERAKFSMSNLVKNSELLEYQELVKTKRLSMQKFA
NTDB id 320342 D4H18 RS07520 WP 139523303.1 RLIGIKAYESERITSIAIGVLLYQETPLDIIFSIEPMSVNKTLGFLKERAKFSMSNLVKSELLEYQELVKTKRLSMQKFA 320
NTDB id 1219 C694 RS00105 WP 000890508.1 RLIGIKAYESERITSIAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA 320
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo LNI L IKAPSLEDNLDATQTSLVLGLLFKENLVGVI ETFGLKGGYFSFFPER IHLNHRLRFLTSKALACLMVFERQNLGFKAN
NTDB id 320342 D4H18 RS07520 WP 139523303.1 LNILIKAPSLEDLDTQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN 400
NTDB id 1219 C694 RS00105 WP 000890508.1 LNILIKAPSLENLDAQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN 400
consensus !!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SWGNSPLSVFKNLDYSPFLFNFHNQEVSHKNAKE IAKRVNGHTL I IGATGSGKSTL I SFLMMSALKYQNMRLLAFDRMQGL
NTDB id 320342 D4H18 RS07520 WP 139523303.1 SWGNSPLSVFKNLDYSPFLFNFHNQEVSHKNAKEIAKVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL 480
NTDB id 1219 C694 RS00105 WP 000890508.1 SWGNSPLSVFKNLDYSPFLFNFHNQEVSHKNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YSFTKFFKGHYHDGQSFS INPFCLEPNLQNLEFLQSFFLSMF
LDLAPSRDKEALEDMNAI

VSGSAIKSLYETLYPKADFSLLDF
NTDB id 320342 D4H18 RS07520 WP 139523303.1 YSFTKFFKGHYHDGQSFSINPFCLEPNLQNLEFLQSFFLSMLDLAPSRDKEALEDMNAVSGAIKSLYETLYPKDFSLLDF 560
NTDB id 1219 C694 RS00105 WP 000890508.1 YSFTKFFKGHYHDGQSFSINPFCLEPNLQNLEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDF 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!*! !!!!!!!!!!!! !!!!!!



logo KETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSNAFLNVINLDTITQNPKDLGLLAYYLFYKI LEESRKNDSGFLVFLD
NTDB id 320342 D4H18 RS07520 WP 139523303.1 KETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSNAFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640
NTDB id 1219 C694 RS00105 WP 000890508.1 KETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSNAFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EFKSYVENDLLNTKINAL ITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTL I LYPQKNARELKHRNFNVPLSETE I S
NTDB id 320342 D4H18 RS07520 WP 139523303.1 EFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKRNFNVPLSETEIS 720
NTDB id 1219 C694 RS00105 WP 000890508.1 EFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLSGVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEIS 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo FLENTPLYARQVLVKNLGNGNSSNMIDVSLESLGRYLKI FNSDSSHVNSKVKALQKDYPTEWREKLLKRS
NTDB id 320342 D4H18 RS07520 WP 139523303.1 FLENTPLYARQVLVKNLGNGNSNMIDVSLESLGRYLKIFNSDSSHVNKVKALQKDYPTEWREKLLKS 787
NTDB id 1219 C694 RS00105 WP 000890508.1 FLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSHVSKVKALQKDYPTEWREKLLRS 787
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!
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