logo

NTDB id 320337 D4H18 RS07400 WP 139523282.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 320337 D4H18 RS07400 WP 139523282.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 320337 D4H18 RS07400 WP 139523282.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 320337 D4H18 RS07400 WP 139523282.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

<0

logo

NTDB id 320337 D4H18 RS07400 WP 139523282.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

LR TSR REOLCDRY LT TS AL

MNKWLKGEV\IVEF GGFATITTISL YHQKPKAPLNNQ SLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
MNKWLKGMIVE GGFATITTISL YHQKPKAPLNNQIZSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
Trrrrn

AR ISHEE G Dol AROES DL PO NG DK T

ALKALNSKEMNBISKEETFKWPP DLK NTTPPKKDFSHKQDLLAARITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
ALKALNSKEMN SKEETFKSPP DEYNTTPPKKDFS|BKQIMDLLAARITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
PULE L sk b bl bk bsksksk DD L0 Lttt bt

MATEILATTAR AL SRR LU ROV

KDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWS
KDIATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWS
PELL e rrrrrrrrrrrrnt

113 LTRRCAR L LR PLLY UL ARG AR L

RIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQL
RITITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQL
PELL et

0 MFLARCH ST PR A

MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKR 378
MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKE 376
Prrrr e e rrrrrrrrrrrrrrrrrnd

X non conserved
B similar
> 50% conserved
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