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MKNDAYEIILSWFITPLTAILGRFAEFFLYTLHAQLVENSVVALAFMLFAYRSLKEQNFFSASALWEALLFVGFFALFNY
N

AP PHEERO A AL O i PLH LHE SY L

ALKNP HFYEFFQNAIFIAPNMIAQSLSQSLSNFSWHALSLDFIFNHGFYALSFISDLSHNEMSVWLFLS LQ LFLSVL
ALKNP HFYEFFQNAIFTIAPNMIAQSLSQSLSNFSWHALSLDFIFNHGFYALSFISDLSHNEMSVWLFLS LQ LFLSVL

AL LR SLALHAR AT LKA LT O R

FAIIILVYLEVHVWCSLGVLFLAFGFFKTWRSVVVICLKKCFALGFYKPFLLLVGFLNVSVTKALIDAHMQEKQDLSLLL
FAITILVYLEVHVWCSLGVLFLAFGFFKTWRSVVVICLKKCFALGFYKPFLLLVGFLNVSVTKALIDAHMQEKQDLSLLL
PELL e rrrrrrrrrrrrrrrrnt

AL 1RO AL SR O T B8 SN

VVALFLCCVFIIGVPFFINALFRVOQNSLKETYKLATNLSANLSQNALWSLQYITTPPAISSVS S SESVSKEKETHSPT
VVALFLCCVFIIGVPFFINALFRVOQNSLKETYKLATNLSANLSQNALWSLQYITTPPA SSVS S SIRSVSKEKETHSPT
PELE bbb Lkl bkl LY

TR IFRARARDT I

FKVETTQLDVKIPNFKQKKVKKDTINTKNEI 351

FKVETTQLDVKIPNFKQKKVKKDTINTKNEI 351
N

X non conserved
B similar
> 50% conserved
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