
logo MRKFVLYALMGFLLAFSAVLKADDFLEEANETAPAHNLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA
NTDB id 320194 D4J22 RS07655 WP 139547577.1 MRKFLYALMGFLLAFSVLKADDFLEEANETAPAHLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA 80
NTDB id 1217 CAA10656.1 1440..2420( ) MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMA 80
consensus !!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TLLFFSKP I SDFVLGDKVGFDAKI LESNDR I LL IKPLQIGVDSNI SV IDSEGKI FSFYMVFSTTFTSSKHPNLQVF I EDKN
NTDB id 320194 D4J22 RS07655 WP 139547577.1 TLLFFSKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYMFSTTFTSSKHPNLQVFIEDKN 160
NTDB id 1217 CAA10656.1 1440..2420( ) TLLFFSKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo YYSNAFLKPQKNEKENKNENKENVKLENATLENATPTNNKPLKEKKEETKEKEEETITIGDNTNAMKI IVKKDIQKGYKALKSSQRKWY
NTDB id 320194 D4J22 RS07655 WP 139547577.1 YYSNAFLKPQKENKENKENKENTLENAPTNNKPLKEKKEETKEKEEETITIGDNTNAMKIIKKDIQKGYKALKSSQRKWY 240
NTDB id 1217 CAA10656.1 1440..2420( ) YYSNAFLKPQNKEN....VLENALENTPTNNKPLKEKKEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWY 236
consensus !!!!!!!!!! **** !! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo CLGWAICSKKSKLSLMPKE I FNDKQFTYFKFDKRLALSKFPVI
VYKVVDGYDNPVNTR IVGDYI IAEDVSATKWTLRLGKDYLC

NTDB id 320194 D4J22 RS07655 WP 139547577.1 CLWACSKKSKLSLMPKEIFNDKQFTYFKFDKRLALSKFPVVYKVVDGYDNPVNTRIVGDYIIAEDVSAKWTLRLGKDYLC 320
NTDB id 1217 CAA10656.1 1440..2420( ) CLGICSKKSKLSLMPKEIFNDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLC 316
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!
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logo I RFVKKAGKDEO
NTDB id 320194 D4J22 RS07655 WP 139547577.1 IRFVKKAKDE. 330
NTDB id 1217 CAA10656.1 1440..2420( ) IRFVKKGKDE* 326
consensus !!!!!!*!!!
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