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NTDB id 32019 TMZ1T RS17495 WP 012586039.1 MFGFLKKKFGKSVDEARPAEQAAEEQTASEVRA..EDLAGAPAPQAPAEASVAEAARRDAAEIDATAEPVEPAALPESPAQPAAE 83
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALE...EAQVQETAAKVESEVAQIVGNI..............KE...DVESLAESVKGRA..ES....AVE 59
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NTDB id 32019 TMZ1T RS17495 WP 012586039.1 AAALAEPEPAAQAPAEAVPEPQ...PEPPGESTPEAPVAVEPAIEAEPEA...EPEPEPEPSAAAAVAKKSWTERLKAGLARTRN 162
NTDB id 1118 NGFG RS11455 WP 003696286.1 T.........VSGAVEQVKETVAEMPSEAGEAAER....VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRD 131
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NTDB id 32019 TMZ1T RS17495 WP 012586039.1 QIGGGLASLFGLRKIDEDLLEELESTLLMADCGVDATQHLIDDLRRRWKRDRLETADQLQKALADGLHEIIAPLEAPLEVA.GHR 246
NTDB id 1118 NGFG RS11455 WP 003696286.1 KMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKE 216
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NTDB id 32019 TMZ1T RS17495 WP 012586039.1 PFIIMIAGVNGSGKTTSIGKLAKYFQAHGKSVLLAAGDTFRAAAREQLMTWGERNNVTVVAQDSGDAAAVIFDAINAARARKIDV 331
NTDB id 1118 NGFG RS11455 WP 003696286.1 PFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDI 301
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NTDB id 32019 TMZ1T RS17495 WP 012586039.1 VLADTAGRLPTQLHLMEEIAKVRRVIAKADPSGPHEVLLVLDANIGQNALAQVKAFDKAIGVTGLVVTKLDGTAKGGVLAAIARQ 416
NTDB id 1118 NGFG RS11455 WP 003696286.1 VLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASD 386
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NTDB id 32019 TMZ1T RS17495 WP 012586039.1 CPKPLRFIGVGEGIDDLQPFKAREFVDALFEPGAGAVKAGAEARR 461
NTDB id 1118 NGFG RS11455 WP 003696286.1 RPVPVRYIGVGEGIDDLRPFDARAFVDALLD.............. 417
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