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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNT 78
NTDB id 32016 TMZ1T RS15845 WP 004299651.1 MTQVDRRNRPRAADVLVVDDEDDIRELLELSLMRMGLACDTAGSVGAARALLAERSYRLCLTDMRLPDGDGLELVEYIQTLRPGL 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQT 76
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TAIAQRALKLAGAFDFLVSTKPVDENQLGKVAHRLDRQELLVAQHKTALKNRRLHQRAKNPVEAHPDEVETHTEGAENALPSAEVDENKNRLRSLLIGEHRSALPAPFIMQRVAQLRAINAQAIKGKI
LARNSQAP

NTDB id 1045 H0N27 RS16330 WP 168727019.1 PIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAP 163
NTDB id 32016 TMZ1T RS15845 WP 004299651.1 PVAVITAFGSIETAIRALKLGAFDFVTKPVELKALRELVQHALKLHAVEPVEHGAASAERSLIGHSAAFVQLRAQAGKLARNQAP 170
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE...EAPVDNRLLGESPPMRALRNQIGKLARSQAP 158
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSM 248
NTDB id 32016 TMZ1T RS15845 WP 004299651.1 VFIHGESGTGKEVIARYIHALGARAAGPFVPVNCGAISPELMESEFFGHRKGSFTGATADKSGLFQAAGGGTLFLDEIGELPLAM 255
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAM 243
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEW 333
NTDB id 32016 TMZ1T RS15845 WP 004299651.1 QVKLLRAIQERAVRPVGAHAEEPVDVRILSASHQDLGRLVAEGRFRQDLFFRINVITLRVPPLRERREDIPDLAAHILARLAVRE 340
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDT 328
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEG 418
NTDB id 32016 TMZ1T RS15845 WP 004299651.1 GGAPRRLSAAALEALQAYAFPGNVRELENLLERACALCEGEEIGAGDLGVEDDCGALAAPGGGEN..........GASPATEAEV 415
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA......PGASQE..........GAASLSEIDN 397
consensus * ****!***! * ! ** !!!!!!!!*!**!!! *!*!** ! *! *** * * !*** *! ** *
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 32016 TMZ1T RS15845 WP 004299651.1 AGEGRDEVERLRIIRALEQTRWNRSAAARNLGMTLRQLRYRLQKWGMD....... 463
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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