logo

NTDB id 320156 D4K20 RS07780
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 320156 D4K20 RSO07780
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 320156 D4K20 RS07780
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 320156 D4K20 RSO07780
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 320156 D4K20 RS07780
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 320156 D4K20 RS07780
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 320156 D4K20 RSO07780
NTDB id 1219 C694 RS00105 WP
consensus

WP 139545672.

000890508.1

WP 139545672.

000890508.1

WP 139545672.

000890508. 1

WP 139545672.

000890508. 1

WP 139545672.

000890508.1

WP 139545672.

000890508.1

WP 139545672.

000890508.1

LIRS SR L e UMY L TR AL

MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD
MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD
N

LR 0 COSB CEENEA LS L2 LA, ORI

SLEKVVARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSL GVLEHKKKSLMHANRENFKDILS
SLEKVVARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLEIGVLEHKKKSLMHANRENFKDILS

M 0L QLSRR L SRS TR AT

YKAHFLQETLKSLEIQLKNYAPKLLSSKE LNFYAEYINGFDLPLKPLVGGYLSDSYIASSHMTFEKDYFIQESFNQKTYN|

YKAHFLQETLKSLEIQLKNYAPKLLSSKE LNFYAEYINGFDLPLKPLVGGYLSDSYIASSMTFEKDYFIQESFNQKTYN
Prrrrrrrrrrrrrrrnd

L ARER SATCLLIET DS STLHAEARE SRR U

RLIGIKAYESERITSIAIGALLYQETPLDIIFSIEPMSV KTLEFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA

RLIGIKAYESERITSIAIGALLYQETPLDIIFSIEPMSVEIKTLYFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKF A
P rrrnnd

LI SR LB VETE AR A TR L VFERL

LNILIKAPSLEWLDAQTSL LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN

LNILIKAPSLERLDAQTSL LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN
Pt

9 LA AR AN L AT SO SN LR U

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHRINAKEWWARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL
NAK

SWGNSPLSVFKNLDYSPFLFNFHNQEVSH]|S EMARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL
Prrrrrr e PELEr el

(MR S L O SFHS HL SRREAL) AL UL

YSFTKFFKGHYHDGQSFSINPFCLEPNLONLEFLQSFFLSMFDLEPSRDKEALEDMNA IISAIKSLYETLYPKAFSLLDF

YSFTKFFKGHYHDGQSFSINPFCLEPNLQNLEFLQSFFLSMFDLEAPSRDKEALEDMNA BSAIKSLYETLYPKAFSLLDF
Prrrrrrrrr e e e rrrrrrrrrrnd

80

160
160

240
240

320
320

400
400

480
480

560
560



NTDB id 320156 D4K20 RS07780 WP 139545672.1 |3 LDINITONPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640

NTDB id 1219 C694 RS00105 WP 000890508.1 KE LDINITOQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640

consensus rrrrrrrrrrnnd rrrrrrrrrrrrrrrrrrrrrrrrrrret trorrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnnd

NTDB id 320156 D4K20 RSO7780 WP 139545672.1 |HWERANNIIN KINALITQARKANGVVVLALQDIY GVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEIS 720

NTDB id 1219 C694 RS00105 WP 000890508.1 EFKSYVENDL KINALITQARKANGVVVLALQDIY GVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEIS 720
1 11 1

consensus rrrrrrrrrrrrrn A e e e trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnn

gt AL ALFISRARACKDY T AL

NTDB id 320156 D4K20 RS07780 WP 139545672.1 |BHINNIRNEN:ARY GNGSSNMIDVSLESLGRYLKIFNSDSSHVIJKVKALQKDYPTEWREKLL S 787
NTDB id 1219 C694 RS00105 WP 000890508.1 FLENTPLYARQV GNGSSNMIDVSLESLGRYLKIFNSDSSHVEKVKALQKDYPTEWREKLL § 787
]

consensus rrrrrrrrrrrrrrrd trrrrrrrrrrrrrrrrrrrrrrrrrrrr o rrrrrrrrrrrrrrr bkl

L

X non conserved
B similar
>507% conserved



