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NTDB id 32010 TMZ1T RS11140 WP 004322149.1 MARQKSAFVCTECGAQAVRWQGQCPQCQAWNTLVETVLEPAAPAAGSRFAALAGETSRLQPLSALEPREEPRQPTGLDEFDRVLG 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQLGEFNRVLG 85
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFNRVLG 82
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NTDB id 32010 TMZ1T RS11140 WP 004322149.1 GGLVAGGVVLIGGDPGIGKSTLLLQALSNLAATSASAGSEGATGKGTKAGGVIYVSGEESGEQVALRAQRLQLPQSPLQMLAEIN 170
NTDB id 125 BSU 00870 NP 387968.1 GGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSG...............SSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETD 155
NTDB id 509 SM12261 RS00130 WP 078228442.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ...............V.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ...............V.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 279 KZH43 RS00140 WP 074017595.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ...............V.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 238 SPD RS00140 WP 074017595.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ...............V.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 204 SPR RS00140 WP 074017595.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ...............V.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 169 SP RS00155 WP 074017595.1 GGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQ...............V.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
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MVDTVLYF
NTDB id 32010 TMZ1T RS11140 WP 004322149.1 LERILHTLREARPRVAVIDSIQTVYSETLQSAPGSVAQVRECAAQLTRFAKQSGTSLILVGHVTKDGTLAGPRVLEHIVDTVLYF 255
NTDB id 125 BSU 00870 NP 387968.1 MEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYF 240
NTDB id 509 SM12261 RS00130 WP 078228442.1 MQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 279 KZH43 RS00140 WP 074017595.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 238 SPD RS00140 WP 074017595.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 204 SPR RS00140 WP 074017595.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
NTDB id 169 SP RS00155 WP 074017595.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF 236
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NTDB id 32010 TMZ1T RS11140 WP 004322149.1 EGDTHSSFRLIRAFKNRFGAVNELGVFAMTERGLRGVSNPSAIFLSQHSQQVAGSCVLITQEGTRPLLVEVQALVDSSQSPNPRR 340
NTDB id 125 BSU 00870 NP 387968.1 EGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRR 325
NTDB id 509 SM12261 RS00130 WP 078228442.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKR 321
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKR 321
NTDB id 279 KZH43 RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKR 321
NTDB id 238 SPD RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKR 321
NTDB id 204 SPR RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKR 321
NTDB id 169 SP RS00155 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKR 321
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NTDB id 32010 TMZ1T RS11140 WP 004322149.1 LSVGLEQNRLAMLLAVMHRHAGVVCFDQDVFVNAVGGVKITEPAADLAILFAIVSSLRDRPLRRGLAVFGEVGLAGEIRPAPRGQ 425
NTDB id 125 BSU 00870 NP 387968.1 MATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIE 410
NTDB id 509 SM12261 RS00130 WP 078228442.1 TTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIE 406
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIE 406
NTDB id 279 KZH43 RS00140 WP 074017595.1 TTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIE 406
NTDB id 238 SPD RS00140 WP 074017595.1 TTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIE 406
NTDB id 204 SPR RS00140 WP 074017595.1 TTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIE 406
NTDB id 169 SP RS00155 WP 074017595.1 TTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIE 406
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NTDB id 32010 TMZ1T RS11140 WP 004322149.1 ERLKEAAKLGFDTAIVPRANAPKHP.IEGLKVIAVERVEEALEQLRGL 472
NTDB id 125 BSU 00870 NP 387968.1 QRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 QRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 QRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 QRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 QRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 QRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
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