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LIS R SRS TRROLRID IR L

MADLLSSLKNL NSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPN RASLRIQMMVKQIAFLETILVENEQ
MADLLSSLKNLJgNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNBIRASLRIQMMVKQIAFLETILVENEQ

LU R LAY ST LR WOE S ADILDLTEL LA

DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK
DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK
PELL e rrrrrrrrrrrnt

1 JOREL IR SR REETA L TR e AL AN

NCIKDKKAC FYQIERCKAPCEMKITKEEYLKIAKECLEMIENKD LIKELELKMERLSSINLRFEEALIYRDRIAKIQKI
NCIKDKKAC FYQIERCKAPCEMKITKEEYLKIAKECLEMIENKD LIKELELKMERLSWNLRFEEALIYRDRIAKIQKI

T DAL FRE TRV F A T N L L

APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPL PEQILLH
APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPL PEQILLIY

L TLELE (AL ML R RS, UL REIE)

ACSNER\LKELQEFISHQYSKKIALSIPKKGDKLALIETAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDT
ACSNEWLKELQEFISHQYSKKIALSIPKKGDKLALIETAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDT
PULLL b rrrrrrrrrrrnt

o VAR R A L TRADHA - LV LA L

SHHSSSQCVGGMVVYENRBIAFQKNSYRRYHLKGSRNEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGS

SHHSSSQCVGGMVVYEN AFQKNSYRRYHLKGSWEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGS
Prrrr e rrrrrn

EAACRIDARA A0 5L RRL STt AL AL

FVEVIAISKEKRDSKAYRSKGGAKDITHTPNTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGI

FVEVIAISKEKRDSKAYRSKGGAKDIIHTPRINTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGI
P et Prrrrrrrrr e e rrrrnnd
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X non conserved
B similar
>50% conserved



