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NTDB id 319850 HYN43 RS21525 WP 119406002.1 MAKSKIAYFCQSCGFESPKWLGKCPSCQQWNTFVEEVIEKGGNSVPAWKPASTSQQRANKPVQVADITYTEEHRIPTPDK 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR..AAFSHSVQTVQKPSPITSIETSEEPRVKTQLG 78
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE...KTKPMKLAEVTSINVNRTKTEME 75
consensus !!!*!****!!*!!**!!!**!*!!*!**!***!!!********** ****** **!!************!**!***

logo EFNRVLGGGI
VVKPGSLVL IGGEDPGIGKSTLMLLQLVASALTNQMLPSGQSVHSNQGKSTVLYI

VSGEESDVAKRQQTIKMLRADERLAGAIDNRINPDPKGEAIGE
P
S
S
E
A
L
F
H
Y
I
V
L
L
Y

NTDB id 319850 HYN43 RS21525 WP 119406002.1 EFNRVLGGGIVPGSLVLIGGEPGIGKSTLMLQLALNMP..HQKVLYVSGEESDRQIKMRAERLAARPPKGEAIGESAYIL 158
NTDB id 125 BSU 00870 NP 387968.1 EFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN.......PSLHVL 151
NTDB id 279 KZH43 RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.......SEFYLY 147
NTDB id 238 SPD RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.......SEFYLY 147
NTDB id 204 SPR RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.......SEFYLY 147
NTDB id 169 SP RS00155 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.......SEFYLY 147
NTDB id 509 SM12261 RS00130 WP 078228442.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.......SEFYLY 147
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.......SEFYLY 147
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NTDB id 319850 HYN43 RS21525 WP 119406002.1 TETSTQNIFKQIEALEPDIVVIDSIQTLHSSHIESTPGSVSQVRECTAELLRFAKETSTPVFLIGHITKDGMIAGPKILE 238
NTDB id 125 BSU 00870 NP 387968.1 SETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLE 231
NTDB id 279 KZH43 RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 238 SPD RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 204 SPR RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 169 SP RS00155 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 509 SM12261 RS00130 WP 078228442.1 AETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
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NTDB id 319850 HYN43 RS21525 WP 119406002.1 HMVDTVLQFEGDRHHVYRILRTIKNRFGSASELGIYEMMGEGLREVSNPSEILLSHRDTPLSGVTISATLEGMRPMLIET 318
NTDB id 125 BSU 00870 NP 387968.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEI 311
NTDB id 279 KZH43 RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 238 SPD RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 204 SPR RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 169 SP RS00155 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 509 SM12261 RS00130 WP 078228442.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
NTDB id 537 SMSK321 RS07120 WP 080550752.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEV 307
consensus !!!!!!!*!!!*!!!**!!!!**!!!!!!**!*!!*!!***!!*!!*!!!***!**!*****!**!****!!*!!*!*!*



logo QAL IVSTAPSTPSMYFGTNPAQRKRMTATTGFILDHTFKNRMVASMLLI LMAVLEKRCVAGFLRLLGQVNKQDVAFYLNKI
V
S
T
AGGI

V
R
K
V
L
E
D
D
EPAIDLGAI

L
V
V
A
A
I
V
S
AI IASSFHYERKDMTKP I

P
T
P
N
F
P
A
K

Q
D
T
E

NTDB id 319850 HYN43 RS21525 WP 119406002.1 QALVSASPYGTPQRTATGFDTKRMSMLLAVLEKRCGFRLGVKDVFLNITGGIRVEDPAIDLGLAAAIISSHEDMPIPFKT 398
NTDB id 125 BSU 00870 NP 387968.1 QALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPAD 391
NTDB id 279 KZH43 RS00140 WP 074017595.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 238 SPD RS00140 WP 074017595.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 204 SPR RS00140 WP 074017595.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 169 SP RS00155 WP 074017595.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 509 SM12261 RS00130 WP 078228442.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQE 387
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NTDB id 319850 HYN43 RS21525 WP 119406002.1 CFAGELGLSGEIRAVNRVEQRIAEAQKLGFNQIYISKYNLPASGQDKKRMDLSRYDIDIKIVSTIEEVFSLLFG. 472
NTDB id 125 BSU 00870 NP 387968.1 CFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKG........IEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKE........IQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKE........IQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKE........IQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKE........IQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKE........IQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 CFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPME........IQVIGVTTIQEVLKKVFA. 453
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