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NTDB id 319293 D9C11 RS00115 WP 121590873.1 .MEQMISSSKVGVKINEWYKYIRLFSVPDSEILKAEIEEEIRHMKEDQDLLLYYSLMCFRHQLMLDYLEPKT..MNEERP 77
NTDB id 126 BSU 03770 NP 388259.1 MKSGVIPSSAVGQKINEWYRYIRTFSVPDAEVLKAEIQQELKHMQHDSNLLLYYSLMEFRHQLMLDYLEPLEKLNIEDQP 80
NTDB id 128 BSU 37460 NP 391626.1 .MTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLHLYYSLMEFRHNLMLEYLEPLEKMRIEEQP 79
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NTDB id 319293 D9C11 RS00115 WP 121590873.1 KISDLLEKIESNQTDLKGILEYYFNFFRGMYEFEQYEYLNAISFYKQAERKLSLVADEIERAEFHYKVAEIYYHMKQTHM 157
NTDB id 126 BSU 03770 NP 388259.1 SLSELSRNIDSNQADLKGLLDYYVNFFRGMYEFDKREFISAITYYKQAEKKLSFVADHIERAEFYFKIAEAYYYMKQTYF 160
NTDB id 128 BSU 37460 NP 391626.1 RLSDLLLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYF 159
consensus **!*!* !***!**!*!*!*!!*!!!!!!!!****!***!!***!*!!*!!**!*! !!*!!!**!**! !!*!!!!**

logo SLMDIYHNYAIKRVNQAI
Y
D
E
S
IYVKAEQHEANTYTNI

VR I
L
V

L
IQCSHSFLVI

F
A
G
L
T
VNFLYMLDELMDKRNQYFPYEDKQAAIPRSHFQKKLNAYLDNSKMAEQREAI

E
D
K
Q

K
M
Q

A
P
S

R
QL IMVGSRASTYLYNI

LGLCKSYFNYANSEQDESALQLYDE
NTDB id 319293 D9C11 RS00115 WP 121590873.1 SMYHIVQAIDSYKAHENYTVRVIQCSFVIGLNYLDMDYPEKAIPHFKNALDKAREIDMSRLIGSSLYNLGLCSFAEEAYE 237
NTDB id 126 BSU 03770 NP 388259.1 SLINIKNAYEIYVEQETYNVRIIQCHFVFGVNLMDERNFEQAARHFKLALNMAQAEQKAQLVGRAYYNLGLCYYNQDLLD 240
NTDB id 128 BSU 37460 NP 391626.1 SMDYARQAYEIYKEHEAYNIRLLQCHSLFATNFLDLKQYEDAISHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYE 239
consensus !* ***!***!***! !**!**!!******!**!****! !* !!* !* *! ** *!*!***!!*!!! * ** **

logo

D
K
PASIDEPYFEKEKRGAVIARSTVYFQEDESNSGNRYI ELVHNPSNR I

L
L
P
D
Q
I
A
L
Y
L
F
M
L
L
ITKLQTIHTYFYKLMQRGNKI

H
S
D
E
K
G
A
H
I
S

S
E
W
Y
C
H
A
K
S

H
K
RGLMYAESLYASQKEKNALTDGNDAEVDIMYLAKSVEKMFEF ILHKQASLYVLSDGNQDPDNE

NTDB id 319293 D9C11 RS00115 WP 121590873.1 KASEYFKEGIRVYQDNGYEHSNRILDILLMLTKTTFKMRNHSEGISWCAHGLSLSKNLNDEIMAKMFEFIHALYVDNDN. 316
NTDB id 126 BSU 03770 NP 388259.1 PAIDYFEKAVSTFESSRIVNS..LPQAYFLITLIYYKQGKHDKASEYHKRGYEYAKETDDADYAVKFEFLQSLYLDQPNE 318
NTDB id 128 BSU 37460 NP 391626.1 DAIPYFKRAIAVFEESNILPS..LPQAYFLITQIHYKLGKIDKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDE 317
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NTDB id 319293 D9C11 RS00115 WP 121590873.1 EKLNSILNYLELKSMLSDVEDLASDAAKYYNEKEDHKVAVAYYEKVLYARKQIQRGDCLYET.. 378
NTDB id 126 BSU 03770 NP 388259.1 EGIERCFQYLKNKNMYADIEDLALEVAKYYYEQKWFKLSASYFLQVEEARKQIQRSEGLYEIEI 382
NTDB id 128 BSU 37460 NP 391626.1 EAIQGFFDFLESKMLYADLEDFAIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEV 381
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