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MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQESNLLN
MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQESNLLN
WKLY LDKTPKESGQPKKK MM KFFQQFNMLDMSNYGSWP SVKITCWIFIFFRVMALGYF VIRPQLDDIQTAQAQEKNLLN
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EFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQPIAIEATGDYH
EFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQPIAIEATGDYH
EFREKQSKLRNLQQYQHQL EMRASFNQQLTQLPKE EIPEMLVEDIN TGVNSGLKFKNIRLE EVKQEBFIEQPI IEATGDYH

AF A’:\/S AA\. R W HD’: QAKQSKQNK D EVNYQVKAKWRYI 6[EQ£ EASA% AASA T TPAQGGT
AFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTNTTVQP K 246
AFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTNTTVQP K- 246
AFGAFVS[TAALPRIVTIRHDEN 194N MWXK DIP|M Y KAKTYRY GUAY [elealp\ VA0 ANPSERNTPAQGGTP 245
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