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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 319055 C0073 RS02735 WP 047440186.1 MASRGINKVILIGNLGQDPEVRYMPSGGAVTNITLATSETWRDKQTGEQKERTEWHRVVFMGKLAEVAGEYLKKGSQVYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQMLDGSGRAPSNSEQQGNSGDQGFMGMPAAGPQYGGQMNMNVGPGANQSQDEGQSEGNSGYWNGQAPSPQAEQPSAAMYKPAQHQTQRNPYAMNQQGQSAGRSYRASQDPNASYP

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPY........DEGYGQSQEAY..QRPAQQS.RQPAP 141
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPY........EEGYGQSQEAY..QRPAQQS.RQPAS 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDF.......GGNQGSGWNQAPA....QTNYNQGGYSDNY 143
NTDB id 319055 C0073 RS02735 WP 047440186.1 EGKLQTRKWQDQSGQERYTTEVLVDSFTGVMQMLGGRPQGGQGMG..QNMGGQSQGNWGQPQQSMPAQQPMNQQRSAPAP 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAKQHQPMQQSA..... 155
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NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAP.....AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAP.....AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQNNNFNGGNATRPQPAQ.KPAAQAEPPMDNFDDDIPF 180
NTDB id 319055 C0073 RS02735 WP 047440186.1 QQNMQPQGGYGRPAQQPQSAPPVYNEPP.MDFDDDIPF 195
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...............PQQYSQPQYNEPP.MDFDDDIPF 177
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