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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRR.QAENVANFLKKGSLAG 72
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 319023 D3Y57 RS10485 WP 121152936.1 .MAGSVNKVILVGNLGKDPESRSFANGGKVVSFTLATSENWNDKASGEKREKTEWHNVQIFNENIARTAEQYLKKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
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NTDB id 113 BSU 40900 NP 391970.1 VDGRLQTRNYENQQGQRVFVTEVQAE....SVQFLEPKNGGGSGSG...GYNEGNSGGG.QYFGGGQND.........NP 135
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQE.........AYQRPAQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQE.........AYQRPAQQSRQPAPD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQ....NNN 148
NTDB id 319023 D3Y57 RS10485 WP 121152936.1 VEGKLQTRKWQDQSGNDKYTTEVVLERFNGTLVMLGERGERGG.SSGGGGG..............DWNQDSAP....RGN 140
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NTDB id 113 BSU 40900 NP 391970.1 FGGNQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHP.....QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHP.....QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGN.....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 319023 D3Y57 RS10485 WP 121152936.1 FGGGG.....ARGGGTSG..DGRPAAFDSDLDDDVPF 170
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQ.....QSAPQQYS..QPQYNEPPMDFDDDIPF 177
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