
logo MLVALNEEKERVLATTALRKTQYFCPVCGKQVI LKRGLKVI SHFAHKHLAEQKCFNNETIKHYKSKL I LAQMIQQQGFCKV
NTDB id 26 SA RS04860 WP 000959282.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKV 80
NTDB id 318964 D5S13 RS01540 WP 000959288.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKV 80
NTDB id 42 MW RS04740 WP 000959293.1 MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo E I EPFLKE IKQIPDI L INNKYVI ELQYSP IPYKQI LQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHQSLMF INP I
FTRKL

NTDB id 26 SA RS04860 WP 000959282.1 EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKL 160
NTDB id 318964 D5S13 RS01540 WP 000959288.1 EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKL 160
NTDB id 42 MW RS04740 WP 000959293.1 EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!*!!!!

logo HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKI ISELFNEAPCDYHAVYKLSKFTAINQYIKYCRWQNSVLEPTLSAMYQLQ
NTDB id 26 SA RS04860 WP 000959282.1 HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ 240
NTDB id 318964 D5S13 RS01540 WP 000959288.1 HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFTINQYIKYCRWQNSVLEPTLSAMYQLQ 240
NTDB id 42 MW RS04740 WP 000959293.1 HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LTDQEVVYHNYGYI FPEQIY IKENHP I EWQLQVDLWLKNGKSKLVNDNLNYFKLKKF IVGALESKTAI I EKL INNYLNICSDR
NTDB id 26 SA RS04860 WP 000959282.1 LTDQEVVYNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR 320
NTDB id 318964 D5S13 RS01540 WP 000959288.1 LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDR 320
NTDB id 42 MW RS04740 WP 000959293.1 LTDQEVVHNYGYIFPEQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDR 320
consensus !!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo GNDVQI LF
NTDB id 26 SA RS04860 WP 000959282.1 GNDVQILF 328
NTDB id 318964 D5S13 RS01540 WP 000959288.1 GNDVQILF 328
NTDB id 42 MW RS04740 WP 000959293.1 GNDVQILF 328
consensus !!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


