
logo MSELQNTQVTCMASESEQTPI SQSAMTVDNPPAASVCTVNQTHISTPKKSTEKINLMLDNLTNRQEQMREFLFASELMGEKPFRADQVLMKWIYHYFCGCEDDNFDENMS
T
D
NINKVFLRNERKL

NTDB id 31891 EJP617 RS00255 WP 012667392.1 MSELNV....TPSSVPPVTTIPKKEKINLLDLNRQQMREFFASLGEKPFRADQVMKWIYHYCCDDFDEMTDINKVFRNRL 76
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKVLREKL 80
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREKL 73
consensus *** **** * * *!*!!!!!**!*!!*!!!*!!**!!!!!!!!!*!!!!!!***!*!!*!**!!!!*!**!

logo KEQRLIAE IRKAPEVSAEVEQRSSADGTIKWAI
M

W
QVGGDQQVI ETVYIPEADKDRATLCVSSQVGCALEACTKFCSTAQQGFNRNLRSTVSE I IGQ

NTDB id 31891 EJP617 RS00255 WP 012667392.1 KELAEIRAPEVAEEQRSADGTIKWAIQVGGQQVETVYIPEKDRATLCVSSQVGCALECKFCSTAQQGFNRNLRVSEIIGQ 156
NTDB id 1457 ASU2 RS00455 WP 014990913.1 KQIAEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIGQ 160
NTDB id 1392 A4U84 RS02730 WP 010786053.1 KRIAEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVSEIIGQ 153
consensus ! *!!!*!!!!**!!!!*!!!!!!!**!!*!!*!!!!!!! !!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!*!!!!!!!

logo VWRAASKI IGANAFKGVTGI
Q
VRP ITNVVMMGMGEPLLNMLTNNVVIPAME IMLDDFGAFYGLSKRRVTLSTASGVVPALDI
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NTDB id 31891 EJP617 RS00255 WP 012667392.1 VWRAAKIIGAAKVTGQRPITNVVMMGMGEPLLNLTNVVPAMEIMLDDFGFGLSKRRVTLSTSGVVPALDKLGDMIDVALA 236
NTDB id 1457 ASU2 RS00455 WP 014990913.1 VWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKIDVALA 240
NTDB id 1392 A4U84 RS02730 WP 010786053.1 VWRASKIIGNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQIDVALA 233
consensus !!!!*!!!!***!!!*!!!!!!!!!!!!!!!!!**!!*!!!!!!!!!!**!!!!!!!!!!!*!!!!!!!**** !!!!!!

logo I SLHAPNDSE I
LRDNELI IMVPLINKKYNI EKTMF
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K
VSNANQHGRKVTI EYVLMLSDHI

VNDDGSVTDENHAHEQLAADELVLKDNTPSCKINL IPW
NTDB id 31891 EJP617 RS00255 WP 012667392.1 ISLHAPNDSIRNEIVPINKKYNIETFLASVSRYIGKSNANQGRVTIEYVMLDHINDSTDNAHELAALLKDTPCKINLIPW 316
NTDB id 1457 ASU2 RS00455 WP 014990913.1 ISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLIPW 320
NTDB id 1392 A4U84 RS02730 WP 010786053.1 ISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLIPW 313
consensus !!!!!!!!**!*!**!*!!!!!!*****!! *!***!!!!*!*!!!!!!*!*!*!! ***!!*!!**!!*!!*!!!!!!!

logo NPFPGEAPYAGRKSSNTSRVIDRFSQKVTLMEYGFTTVTIVRKTRGDDIDAACGQLAGDVIDRTKRTFLMKEKKRMKAFGKEAGI SAVKQANHLQ
NTDB id 31891 EJP617 RS00255 WP 012667392.1 NPFPGAPYGRSSNSRIDRFSKVLMEYGFTTIVRKTRGDDIDAACGQLAGDVIDRTKRTLKKKMAGEAISVKAL 389
NTDB id 1457 ASU2 RS00455 WP 014990913.1 NPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 NPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ 386
consensus !!!!*!!!**!!!*!*!!!*!*!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!**!***!**!*!**
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