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NTDB id 615 LCA RS02545 WP 011374200.1 ...................MGQQVIACGRQFTAAQLADTQNNNYSLPQIKRRPAFLRVKHRLVCQRCQQVV......PPQTCLPD 60
NTDB id 31856 AFLV RS13500 WP 012576084.1 .............MICLSLVGKQLLKSELSFSYDAEH...........VQIIESIVKTKKGYRCVRCNNDDQQLFASFPCACCGR 61
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNG....YITAENSISINKRRYRCNRCGQTDQRYFSFYHS..SGK 79
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NTDB id 615 LCA RS02545 WP 011374200.1 GRHYCAQCLLFGRLVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVAL 145
NTDB id 31856 AFLV RS13500 WP 012576084.1 LCTYCRKCIMMGRCSECNPLVIWIGPTPSTSFSSPLQWNGQLSPAQQMASDEVCRAIERNDDLLVWAVCGAGKTEVLFAGIDMAL 146
NTDB id 108 BSU 35470 NP 391427.1 NKLYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIESAL 164
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FDTVVMI IVDEVDAFPFYVSADVDENQPMTVLQAFTYA
NTDB id 615 LCA RS02545 WP 011374200.1 QKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATA 230
NTDB id 31856 AFLV RS13500 WP 012576084.1 SHGKRVCIAAPRTDVVLELAPRLASVFPSVDMAALYGGSQDRGKLASLTVTTTHQLLRYYHAFDVMIVDEVDAFPYSVEPMLAYA 231
NTDB id 108 BSU 35470 NP 391427.1 NQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQFA 249
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NTDB id 615 LCA RS02545 WP 011374200.1 VEQACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYL.KTQQILL 314
NTDB id 31856 AFLV RS13500 WP 012576084.1 VERARKPTSALIYLTATPNEQWQREVKSGKRKAVTIPARYHRRPLPVPTFEWCGNWQKKWCNQRLPSCVVQWVNEHLERNKQAFL 316
NTDB id 108 BSU 35470 NP 391427.1 VQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPVFL 334
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NTDB id 615 LCA RS02545 WP 011374200.1 FVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNEAVLVQIA 399
NTDB id 31856 AFLV RS13500 WP 012576084.1 FVPHINFLQQVVPYFQQFH..PRIEGVHAEDPKRKEKVLAFRRGQIPLLVTTTILERGVTVPNIDVAVLGAEQPIFTESALVQIA 399
NTDB id 108 BSU 35470 NP 391427.1 FVPSVSILEKAAACFKGVH..CRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIA 417
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NTDB id 615 LCA RS02545 WP 011374200.1 GRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV. 445
NTDB id 31856 AFLV RS13500 WP 012576084.1 GRVGRSAQYPTGDVRFFHFGKTKAMIAAKRHIVRMNDEARKRGLLDE 446
NTDB id 108 BSU 35470 NP 391427.1 GRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD. 463
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