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NTDB id 31846 AFLV RS10990 WP 041638744.1 MAKTLPTRKDVPVEYTWRLEDIFATDEQWEKEFEEIMSLLPKFSEYKGRLGESAQTLYEALQYRDHVFMRLGKLYAYAHMRHDED 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ...MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQD 82
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NTDB id 31846 AFLV RS10990 WP 041638744.1 TAHSLYQGLETRAEGLYAEAGQATAFIVPEILAMDEDVLRTFLQQYEPLRLYAHELDEMNRQRPHVLSEKEEALLAQAAEVMNAS 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGP 167
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NTDB id 31846 AFLV RS10990 WP 041638744.1 SNTFGALNNADLRFPTITDENGEEVEVTHGRYIRFLESEERRVRHDAFKAVYDTYRKYENTFASTLSGAVKRNNFFARVRNYRSA 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSA 252
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NTDB id 31846 AFLV RS10990 WP 041638744.1 REAALSKNQIPETVYDNLIETIHRYLPLLHRYVQLRKRVLGLDELHMYDLYTPLVKQVDMKVTYEEAKDILLKGLTPLGDEYISI 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 RHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEESLKKAEEVLAIFGEEYSKG 336
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NTDB id 31846 AFLV RS10990 WP 041638744.1 VKEGFDNRWVDVQETRGKRSGAYSSGSYGTNPYILMNWQDNVNNLFTLAHEFGHSVHSYYTRKYQPYPYGNYSIFVAEVASTCNE 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNE 421
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NTDB id 31846 AFLV RS10990 WP 041638744.1 ALLNDYLLKTIDDEKKKLYLLNHYLETFRGTVFRQTMFAEFEHMIHQMAQNGEALTAKVLTEKYYELNKTYFGDGVVIDEEIGLE 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFE 506
consensus *! * !!! * !*! * *!!!!!* !*!!!!!!! !!!!!! !! ! !!! * ! *!! !* !! !

logo WAER IPHFYMYNYYVYQYATGFASAASTAYLASEKKQI LVEHEGGTAEEPADKVEARYI
L
A
T
F
YLKAGSSDYP I

LEVI
LKKAGVDMTNSPTDEPYI

L
D
E
A
QACFKQVFEDQKRLQVEQLE

NTDB id 31846 AFLV RS10990 WP 041638744.1 WARIPHFYYNYYVYQYATGFSAATALSKQILEEGAPAVERYIAFLKAGSSDYPIEVLKKAGVDMTSPEPIEQACQVFEQKLQQLE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 WERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELE 591
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NTDB id 31846 AFLV RS10990 WP 041638744.1 QLL....... 598
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALVEKGVHLS 601
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