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NTDB id 1028 TT RS08215 WP 011173991.1 TRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDP....ETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHE 832
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NTDB id 1028 TT RS08215 WP 011173991.1 LLVVDDEIRHAIVAGKSATEIKEIARRKGMKTLREDGLYKALQGITTLEEVLARTIE. 889
NTDB id 1384 A4U84 RS08525 WP 010787006.1 FSSLRESAKQKIEQQLTNE..........................TEVDRVLGYE... 461
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